UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol \nucleus mitochndrion en(.ioplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q16799 RTN1_HUMAN Homo Reticulon-(29.413267 IT200;S521 [S327;S350;S352;5487 [28657654;38253038 MAAPGDPQDELLPLAGPGSQWLRH (False True 2.128 [2.751 1.586 5.0 5.0 2.081 1.134

sapiens |1 RGEGENEAVTPKGATPAPQAGEPSP

GLGARAREAASREAGSGPARQSPVA
METASTGVAGVSSAMDHTFSTTSKD
GEGSCYTSLISDICYPPQEDSTYFTGI
LQKENGHVTISESPEELGTPGPSLPD
IVPGIESRGLFSSDSGIEMTPAESTEV
NKILADPLDQMKAEAYKYIDITRPEE
IVKHQEQHHPELEDKDLDFKNKDTD
ISIKPEGVREPDKPAPVEGKIIKDHLL
EESTFAPYIDDLSEEQRRAPQITTPV
KITLTEIEPSVETTTQEKTPEKQDICL
KPSPDTVPTVIVSEPEDDSPGSITPP
SSGTEPSAAESQGKGSISEDELITAIK
EAKGLSYETAENPRPVGQLADRPEV
KARSGPPTIPSPLDHEASSAESGDSE
IELVSEDPMAAEDALPSGYVSFGHV
GGPPPSPASPSIQYSILREEREAELDS
ELIIESCDASSASEESPKREQDSPPM
KPSALDAIREETGVRAEERAPSRRGL
IAEPGSFLDYPSTEPQPGPELPPGDGA
LEPETPMLPRKPEEDSSSNQSPAAT
KGPGPLGPGAPPPLLFLNKQKAIDLL
IYWRDIKQTGIVFGSFLLLLFSLTQFS
IVVSVVAYLALAALSATISFRIYKSVLQ
IAVQKTDEGHPFKAYLELEITLSQEQI
QKYTDCLQFYVNSTLKELRRLFLVQ
DLVDSLKFAVLMWLLTYVGALFNGL
TLLLMAVVSMFTLPVVYVKHQAQID
QYLGLVRTHINAVVAKIQAKIPGAKR
HAE




