
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q16827 PTPRO_HUMAN Homo
sapiens

Receptor-
type
tyrosine-
protein
phosphatase
O

26.21016 S156 S865;T1210 29351928 MGHLPTGIHGARRLLPLLWLFVLFK
NATAFHVTVQDDNNIVVSLEASDVI
SPASVYVVKITGESKNYFFEFEEFNS
TLPPPVIFKASYHGLYYIITLVVVNGN
VVTKPSRSITVLTKPLPVTSVSIYDYK
PSPETGVLFEIHYPEKYNVFTRVNIS
YWEGKDFRTMLYKDFFKGKTVFNH
WLPGMCYSNITFQLVSEATFNKSTL
VEYSGVSHEPKQHRTAPYPPQNISV
RIVNLNKNNWEEQSGNFPEESFMR
SQDTIGKEKLFHFTEETPEIPSGNISS
GWPDFNSSDYETTSQPYWWDSASA
APESEDEFVSVLPMEYENNSTLSET
EKSTSGSFSFFPVQMILTWLPPKPPT
AFDGFHIHIEREENFTEYLMVDEEA
HEFVAELKEPGKYKLSVTTFSSSGSC
ETRKSQSAKSLSFYISPSGEWIEELT
EKPQHVSVHVLSSTTALMSWTSSQE
NYNSTIVSVVSLTCQKQKESQRLEK
QYCTQVNSSKPIIENLVPGAQYQVVI
YLRKGPLIGPPSDPVTFAIVPTGIKDL
MLYPLGPTAVVLSWTRPYLGVFRKY
VVEMFYFNPATMTSEWTTYYEIAAT
VSLTASVRIANLLPAWYYNFRVTMV
TWGDPELSCCDSSTISFITAPVAPEIT
SVEYFNSLLYISWTYGDDTTDLSHSR
MLHWMVVAEGKKKIKKSVTRNVMT
AILSLPPGDIYNLSVTACTERGSNTS
MLRLVKLEPAPPKSLFAVNKTQTSV
TLLWVEEGVADFFEVFCQQVGSSQK
TKLQEPVAVSSHVVTISSLLPATAYN
CSVTSFSHDSPSVPTFIAVSTMVTEM
NPNVVVISVLAILSTLLIGLLLVTLIIL
RKKHLQMARECGAGTFVNFASLER
DGKLPYNWRRSIFAFLTLLPSCLWT
DYLLAFYINPWSKNGLKKRKLTNPV
QLDDFDAYIKDMAKDSDYKFSLQFE
ELKLIGLDIPHFAADLPLNRCKNRYT
NILPYDFSRVRLVSMNEEEGADYIN
ANYIPGYNSPQEYIATQGPLPETRND
FWKMVLQQKSQIIVMLTQCNEKRR
VKCDHYWPFTEEPIAYGDITVEMISE
EEQDDWACRHFRINYADEMQDVM
HFNYTAWPDHGVPTANAAESILQFV
HMVRQQATKSKGPMIIHCSAGVGRT
GTFIALDRLLQHIRDHEFVDILGLVS
EMRSYRMSMVQTEEQYIFIHQCVQL
MWMKKKQQFCISDVIYENVSKS

False True 2.439 3.018 1.322 1.489 0.505 4.56 4.465


