
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q16842 SIA4B_HUMAN Homo
sapiens

CMP-N-
acetylneuraminate-
beta-
galactosamide-
alpha-2,3-
sialyltransferase	2

22.903221 T233 NaN 38253038 MKCSLRVWFLSVAFLLVFIMSLLFT
YSHHSMATLPYLDSGALDGTHRVKL
VPGYAGLQRLSKERLSGKSCACRRC
MGDAGASDWFDSHFDGNISPVWTR
ENMDLPPDVQRWWMMLQPQFKSH
NTNEVLEKLFQIVPGENPYRFRDPH
QCRRCAVVGNSGNLRGSGYGQDVD
GHNFIMRMNQAPTVGFEQDVGSRT
THHFMYPESAKNLPANVSFVLVPFK
VLDLLWIASALSTGQIRFTYAPVKSF
LRVDKEKVQIYNPAFFKYIHDRWTE
HHGRYPSTGMLVLFFALHVCDEVN
VYGFGADSRGNWHHYWENNRYAG
EFRKTGVHDADFEAHIIDMLAKASKI
EVYRGN

None None None None None None None None None


