UniprotKB Entry name |organism [full name oglcnacscore oglcnac hosy ylation sites PMIDS 'sequence intracellular extracellular cytosol nucleus mitochndrion wenc_loplasmlc golgi

ID sites reticulum |apparatu

Q16851 UGPA_HUMAN [Homo UTP--glucose-1-  [24.079075 NaN S13;T426;S434;5448;5461;52|34725712;40914422;28510447;386 |MSRFVQDLSKAMSQDGASQFQEVI (True False 4.721 |4.379 [2.016 1.889 1.715
sapiens [phosphate 65916 RQELELSVKKELEKILTTASSHEFEH

uridylyltransferase

TKKDLDGFRKLFHRFLQEKGPSVD
'WGKIQRPPEDSIQPYEKIKARGLPDN
ISSVLNKLVVVKLNGGLGTSMGCKG
PKSLIGVRNENTFLDLTVQQIEHLNK
TYNTDVPLVLMNSFNTDEDTKKILQ
KYNHCRVKIYTFNQSRYPRINKESLL
PVAKDVSYSGENTEAWYPPGHGDIY
IASFYNSGLLDTFIGEGKEYIFVSNID
NLGATVDLYILNHLMNPPNGKRCEF
IVMEVTNKTRADVKGGTLTQYEGKLR
LVEIAQVPKAHVDEFKSVSKFKIFNT
NNLWISLAAVKRLQEQNAIDMEIIV
NAKTLDGGLNVIQLETAVGAAIKSFE
NSLGINVPRSRFLPVKTTSDLLLVMS
NLYSLNAGSLTMSEKREFPTVPLVK
LGSSFTKVQDYLRRFESIPDMLELD
HLTVSGDVTFGKNVSLKGTVIIIANH

GDRIDIPPGAVLENKIVSGNLRILDH




