UniprotKB Entry name (organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi plasnia extr_acelll

ID sites sites reticulum pparatus ane [region

Q16880 CGT_HUMAN [Homo 2- 18.894839 S79 NaN 34019948;35254053 [MKSYTPYFILLWSAVGIAKAAKIIIVP [False False 2.973 (3.026 [1.569 4.353 3.307 3.051 1.726
sapiens |hydroxyacylsphingosine PIMFESHMYIFKTLASALHERGHHT

1-beta-
galactosyltransferase

IVFLLSEGRDIAPSNHYSLQRYPGIFN
STTSDAFLQSKMRNIFSGRLTAIELF
DILDHYTKNCDLMVGNHALIQGLKK
EKFDLLLVDPNDMCGFVIAHLLGVK
[YAVFSTGLWYPAEVGAPAPLAYVPEF
NSLLTDRMNLLQRMKNTGVYLISRL
GVSFLVLPKYERIMQKYNLLPEKSM
[YDLVHGSSLWMLCTDVALEFPRPTL
PNVVYVGGILTKPASPLPEDLQRWV
NGANEHGFVLVSFGAGVKYLSEDIA
NKLAGALGRLPQKVIWRFSGPKPKN
LGNNTKLIEWLPQNDLLGHSKIKAF
LSHGGLNSIFETIYHGVPVVGIPLFG
DHYDTMTRVQAKGMGILLEWKTVT
EKELYEALVKVINNPSYRQRAQKLSE
THKDQPGHPVNRTIYWIDYIIRHNGA
HHLRAAVHQISFCQYFLLDIAFVLLL
GAALLYFLLSWVTKFIYRKIKSLWSR
NKHSTVNGHYHNGILNGKYKRNGH
IKHEKKVK




