}Jl;l iprotKB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma ex
mame sites reticulum |apparatus membrane re
Q1ED39 KNOP1_HUMAN Homo Lysine- [22.820837 NaN S42;550;S111;5132;5265;T308;T31 |23301498;37217939 MITKTHKVDLGLPEKKKKKKVVKEP (None None None [None |None None None None Nc
sapiens [rich 0 ETRYSVLNNDDYFADVSPLRATSPS
nucleolar KSVAHGQAPEMPLVKKKKKKKKGV
iprotein 1 STLCEEHVEPETTLPARRTEKSPSLR

KQVFGHLEFLSGEKKNKKSPLAMS
HASGVKTSPDPRQGEEETRVGKKLK
KHKKEKKGAQDPTAFSVQDPWFCE
AREARDVGDTCSVGKKDEEQAALGQ
KRKRKSPREHNGKVKKKKKIHQEG
DALPGHSKPSRSMESSPRKGSKKKP
'VKVEAPEYIPISDDPKASAKKKMKSK
KKVEQPVIEEPALKRKKKKKRKESGV
AGDPWKEETDTDLEVVLEKKGNMD
EAHIDQVRRKALQEEIDRESGKTEAS
ETRKWTGTQFGQWDTAGFENEDQK
LKFLRLMGGFKNLSPSFSRPASTIAR
PNMALGKKAADSLQQNLQRDYDRA
MSWKYSRGAGLGFSTAPNKIFYIDR
NASKSVKLED




