:J];l iprotkB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS (sequence intracellular extracellular cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl“acellular
name sites sites reticulum apparatus membrane region
Q1HKZ5 M3K13_MOUSE [Mus Mitogen- [29.561793 S553 NaN 40021952 MANPQEHLSCSSLPHLPLTENKTSG |False False 2.427 (2.25 False False False False False
musculus [activated GRNELAAMGNHPSPKLPEDPQERG

protein AIQSELMEITGSPISTTVLTSVSEDSR

kinase GQFENSVLQLREQDESEMTLSLGN

kinase SNTVDGENTNGPEDIKIQFSRSGSG

kinase SGGFLEGLFGCLRPVWNIIGKAYSTD

13 YKLQQQDTWEVPFEEISELQWLGSG

AQGAVFLGKFRAEEVAIKKVREQNE
TDIKHLRKLKHPNIIAFKGVCTQAPC
YCIIMEYCAHGQLYEVLRAGRKITPR
LLVDWSTGIASGMNYLHLHKIIHRD
LKSPNVLVTHTDAVKISDFGTSKELS
DKSTKMSFAGTVAWMAPEVIRNEPV
SEKVDIWSFGVVLWELLTGEIPYKDV
DSSAITWGVGSNSLHLPVPSTCPDGF
KILMKQTWQSKPRNRPSFRQTLMH
LDIASADVLATPQETYFKSQAEWREE
VKKHFEKIKSEGTCIHRLDEELIRRR
REELRHALDIREHYERKLERANNLY
MELSAIMLQLEMREKELLKREQAVE
KKYPGTYKRHPVRPITHPNAMEKLM
KRKGVPHKAGVQTKRPDLLRSEGIP
STEAVPTASPLSGSPKMSTASSRSRY
RSKPRHRRGNSRGSHSDFAAILKTQ
PAQENSPHPTYMHHTQAQCASVHQ
HNPLQQQYQQIPPAQPQSRHPRLNA
HGQDIATCANNLRYFGPAAALRSPL
SNHAQRQMPGSSPDLISTAMAADW
RNSELDQDQVGPWGCCQAEPYDPC
FQCRPEHSGSLDVPTTEPVGRSPDL
SSSPAHNPLSGNAQGSERTGANGFS
GCQSGISHQFTPPMLPQKTRPLQKS
GDDSSEEEGEVDSEVEFPRRQRPHR
CISSYQSYSTFSSENFSVSDGEEGNT
SDHSNSPDESANRRQDRLAETLDDL
LSQTPEAPIEISSHSDGLSDKECAVR
RVKTQMSLGKLCAEERGYENPVQF
GDSDCDSSEGECSDATVRTSKNYSS
ATW




