
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q1LVF0 LAMC1_DANRE Danio
rerio

Laminin
subunit
gamma-
1

26.412228 NaN NaN 40044042 MSLFSCLLLWTLWAACSHGAMDEC
IDEDDRPQRCMPEFVNAAFNATVVA
TNTCGSPPEEFCVQTGVTGVTKSCH
ICNAADPRLHHGAVYLTDYNQPVQP
TWWQSQTMLAGIQYPNSINLTLHLG
KSFDITYVRLKFHTSRPESFAIYKRSS
EDGPWTPYQYYSGSCEKTYSKNNRG
FIRTGEDEQQALCTDEFSDISPLYGG
NVAFSTLEGRPSAYNFDNSPVLQDW
VTATDIRVTLNRLNTFGDEVFNDPK
VLKSYYYAISDFAVGGRCKCNGHAS
ECVKNEYSKLVCNCKHNTEGADCN
VCKPFYNDRPWRRATAENPNECLP
CNCNGKSAECYFDPELYRATGHGG
HCRNCADNTDGPKCERCLANYYRE
ASGQRCLSCGCNPVGSLSTQCDNTG
RCSCKPGVMGDKCDRCQPGYHSLS
EAGCRPCSCNPAGSTQECDVQTGRC
QCKENVDGFNCDRCKLGYFNLDPQ
NPQGCTPCFCFQHSTVCESADGYSV
HKITSTFDRDDEGWKGKQRDDSSVP
VQWSPSSGEISLISEDYFPIYFVAPDK
FLHNQLLSYGQNLTLNFRIQRHDAR
LSAEDVVLEGSGLRVAVPLIAQGNSY
PGEETQTFVFRLHDTTDYPWRPTIK
HADFQKLLYNLTSIMIRGTYSAQSAG
YLDNVSLVTARRGPGTPARWVEKCT
CPQGYLGQHCEQCDQGFRRSRPEL
RRFSTCERCNCNGHSDTCDPETGM
CNCQHNTAGLSCERCKDGFYGDST
VGSSSDCKACPCPAGATCAVVPKTN
EVVCTNCPTGTTGKRCELCDDGFFG
DPLGEKGPVRACRACSCNNNIDPNA
VGNCNRESGECLKCIYNTAGVFCDR
CKQGFYGDARAANVADKCKPCKCSP
YGTVDRQTACSQVTGQCPCLPHVIN
RDCGACELGFYNLQSGKGCERCNC
NPIGSTNGQCDIVSGQCECQPGVTG
QHCERCEVNFFGFSSSGCKPCDCD
PEGSESAQCKEDGRCHCRPGFVGSR
CDMCEENYFYNRSTPGCQQCPNCY
SLVRDKVNQQRQKLLDLQNLIDSLD
NTETTVSDKAFEDRLKEAEKTIMDL
LEEAQASKEVDKGLLDRLNNINKTL
NNQWNRLQNIKNTVDNTGAQADRA
RNRVRDAENLINTAREELDKAKEAIS
KVDIKIPTTSGDPNNMTLLAEEARKL
SEKHKADADQIEKIAKDANDTSTKAY
NMLKKALDGENKTSSDIDELNRKYL
EAKDLAKNLEKQAAKVHAEAEEAG
NKALKIYANLTSLPPINTKTLEDDAN
KIKKEASDLDKLIDKTEKEYNDLRED
LRGKETEVRKLLDKGKTEQQTADQL
LARADAAKALAEEAAKKGKSTFQEA
QDILNNLRDFDKRVNDNKTAAEDA
MRRIPQINATINEANDKTRRAEAALG
NAAADAKDAKAKAEEAEKIANDVQK
GSAKTKADAEKAFEDTMKLDKDVD
KMMDQLTAAEKELEKKKAEADTDM
MMASMASDNAKDAEGNARKAKSA
VREVLNTINALLGQLGNIDKVDLSKL
NQIDNALKDAKDKMAGSELDRKLK
ELNDIAKSQEDMISDYDRQIQEIRAD
IANLNDIKNTLPEGCFNTPSLERP

NaN NaN NaN NaN NaN NaN NaN NaN None


