HATPHLNDAISRPSTTRVSDPSSVPE
PENRVIARRRLAKTIMRQGNSEDMS
VFFADKYGVRVSSELQIEDGKIHWC
VEGAEVHELKLFVENTGQEAILFTCF
SALHYLQYFTLDDSQRVRKDNPHRL
EPNETYEVILRFKSDQIGVYPATLAF
EFKENQDTRPFHIVRFIEAQHRSELT
AQLGPTEPFRPKRLDTNQPMKWSID
EGFKPESSSQNFLKFVVPLDNYNCP
SYTSALIEVLKGNRSSGKQLQEHQLT
LESDLSFNNYMDRFDLLLYLEEDQ
MRMDIKRYNKKDVSMVRDRDKKLL
VLELPGVSENRPSVLRGDHLLLTKS
EELQNSNVTKYKGYVHRVELDQVKL
GFSKRLLERFIDNMKFSVEFTINRLP
LRLQHRAVHMVVQHHLKDVLFPVA
SRRLNPVSPSALRLFDQKLEKNPEQ
KTAVCNIVAGTSKPAPYLVFGPPGTG
KTVTIVEAIKQVEKNTGGARILACAP
SNSAADQLGEKLITSQHVDARNIYRI
'YASSRNPKEIPKVLENNSNVEGENII
FPCKEDLMPYKIVVCTLVTAGRLVSG
GFPVGHFSHIFVDEAGHAVEPEIVIS
VAGLLNAETGQLVLAGDPKQLGPILR
SPFAIKYGLGLSLLERLMTQNELYQK
GDTGFDNRYVTKLLQNYRSHPSILK
VPNELFYDNELKACADEISSRQYCT
'WEHLPKRGFPVIFHGVVGKDEREST
SPSFFNTSEIDKIMDYLKKLLLTQAK
KGIAKISPKDIGIIAPYRKQVEKIRQAI
KIHRELKSLSGIEELKVGSVEEFQGQ
ERKVIIVSTVRSSKEHIILDDKFNIGF
LKNEKRFNVAVTRAKALLIMVGNPII
LRTDEIWGRFMNYCIQERGYTGYDIT
HLEETDVIAERLLSLNIRQEITVETEE

SVVQQFLSPPWRHEH

UniprotKB Entry name lorganism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em'.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q1LXK4 M10B1 DANRE [Danio Putative |26.412228 NaN NaN 40044042 [MSRKYRKKLSRDDIRAVGFDFIEFLD [NaN NaN NaN  [NaN NaN NaN NaN NaN None
rerio helicase DRETRSTTDRNTLKEIYNEQFRDRD
mov-10- GVRDPNFSSVLFALTRSSRTRVTRSE
B.1 VFFDKKIRVRQNDQWSRPYRSQQN




