UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q1LY62 Q1LY62_DANRE [Danio Dual 26.412228 NaN NaN 40044042 MAPKRRPVPLIITPTGEGQSTNIDAA |[NaN NaN NaN |[NaN NaN NaN NaN NaN None
rerio specificity IAEANLEALQRKLGELDLDEQQRKRL

mitogen- EAFLTQKAQVGELKDEDFEPICELGA

activated GNGGVVHKVRHKPSRLVMARKLIH

protein LEIKPAIRNQIIRELQVLHECNSPYIV

kinase GFYGAFYSDGEISICMEHMDGGSLD

kinase 2 QVLKEARRIPEEILGKVSIAVLRGLAY

LREKHQIMHRDVKPSNILVNSRGEI
KLCDFGVSGQLIDSMANSFVGTRSY
MSPERLQGTHYSVQSDVWSMGLSL
IVELAIGRYPIPPPDAKELEAIFGRPVL
DAGGAEGHSMSPRPRPPGRPVSGH
GMDSRPAMAIFELLDYIVNEPPPKLP
HGVFTTDFEEFVTKCLIKNPADRAD
LKMLMGHTFIKRAEVEEVDFAGWL
CKTMGLHQPSTPTHSAE




