}J1;1 iprotkB Entry name |organism full name [oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion en(}oplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
Q1MTE5 |ARL3_DANRE |Danio IADP- 26.412228 NaN NaN 40044042 MGLLSILRKLKSTPDQEVRILLLGLD [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio ribosylation NGGKTTLLKQLASEDITHITPTQGFN
factor-like IKSVQSQGFKLNVWDIGGQRKIRPY
protein 3

IWRNYFENTDVLIYVIDSADRKRFEET
GQELAELLDEEKLSGVPVLVFANKQ
DLLTAAPASEIAEGLNLHTIRDRVWQ
IQSCSALTGEGVQDGMNWVCKSVN
IAKRK




