UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane region
Q1PSW8 LIN41_MOUSE Mus E3 24.992371 S21 NaN 36852467 MASFPETDFQICLLCKEMCGSPAPL [None None None [None None None None None None
musculus [ubiquitin- SSNSSASSSSSQTSTSSAGGGGPGA
protein IAARRLHVLPCLHAFCRPCLEAHRLP
ligase IAPGGAGPAEALKLRCPVCDQKVVLA
TRIM71 EAAGMDALPSSAFLLSNLLDAVVAT

IAEEPPPKNGRAGGGPGGAGGHSNH
RHHAHHPAQRAAAPAPQPPPGPAAS
PGSLLMRRPHGCSSCDEGNAASSR
CLDCQEHLCDNCVRAHQRVRLTKD
HYIERGPPGPAAASAAQQLGLGPPFA
GAPFSILSVFPERLGFCQHHDDEVL
HLYCDTCSVPICRECTLGRHGGHSF
IAYLQDALQDSRALTIQLLADAQQGR
QALQLSIEQAQTVAEQVEMKAKVVQ
SEVKAVTARHKKALEDRECELLWKV
EKIRQVKAKSLFLQVEKLRQSLSKLE
STISAVQQVLEEGRALDILLARDRML
IAQVQELKTIRGLLQPQEDDRIMFTPP
DQALYLALKSIGFVSSGAFAPLTKAT
GDGIKRALQGKVASFTVMGYDHDGE
PRHSGGDLMSVVVLGPDGNLFGAE
IVSDQQNGTYIVSYRPQLEGEHLVSV
TLYNQHIENSPFKVVVKSGRSYVGIG
LPGLSFGSEGDGEGKLCRPWGVSVD
KEGFIIVADRSNNRIQVFKPCGSFHH
KFGTLGSRPGQFDRPAGVACDASRR
[IVADKDNHRIQIFTFEGQFLLKFGE
KGTKNGQFNYPWDVAVNSEGKILVS
DTRNHRIQLFGPDGVFLNKYGFEGS
LWKHFDSPRGVAFNNEGHLVVTDF
NNHRLLVIHPDCQSARFLGSEGSGN
GQFLRPQGVAVDQEGRIIVADSRNH
RVQMFEANGSFLCKFGAQGSGFGQ
MDRPSGIAVTPDGLIVVVDFGNNRIL
IF




