2

UniprotKB . full oglcnac . .

ID Entry name |organism name oglcnacscore sites phosphorylation sites PMIDS sequence

Q27]81 INF2 HUMAN Homo Inverted [12.094625 S371 S351;S1147;S1149;T1179;S1192;S1 |23301498;28510447;34725712;334 MSVKEGAQRKWAALKEKLGPQDSD
sapiens |formin- 194;T1199;T1206;S1229 65208 PTEANLESADPELCIRLLQMPSVVN

YSGLRKRLEGSDGGWMVQFLEQSG
LDLLLEALARLSGRGVARISDALLQL
TCVSCVRAVMNSRQGIEYILSNQGY
VRQLSQALDTSNVMVKKQVFELLAA
LCIYSPEGHVLTLDALDHYKTVCSQQ
YRFSIVMNELSGSDNVPYVVTLLSVI
NAVILGPEDLRARTQLRNEFIGLQLL
DVLARLRDLEDADLLIQLEAFEEAKA
EDEEELLRVSGGVDMSSHQEVFASL
FHKVSCSPVSAQLLSVLQGLLHLEPT
LRSSQLLWEALESLVNRAVLLASDA
QECTLEEVVERLLSVKGRPRPSPLVK
AHKSVQANLDQSQRGSSPQNTTTPK
PSVEGQQPAAAAACEPVDHAQSESI
LKVSQPRALEQQASTPPPPPPPPLLP
GSSAEPPPPPPPPPLPSVGAKALPTA
PPPPPLPGLGAMAPPAPPLPPPLPGS
CEFLPPPPPPLPGLGCPPPPPPLLPG
MGWGPPPPPPPLLPCTCSPPVAGGM
EEVIVAQVDHGLGSAWVPSHRRVNP
PTLRMKKLNWQKLPSNVAREHNSM
WASLSSPDAEAVEPDFSSIERLFSFP
AAKPKEPTMVAPRARKEPKEITFLDA
KKSLNLNIFLKQFKCSNEEVAAMIR
AGDTTKFDVEVLKQLLKLLPEKHEIE
NLRAFTEERAKLASADHFYLLLLAIP
CYQLRIECMLLCEGAAAVLDMVRPK
AQLVLAACESLLTSRQLPIFCQLILRI
GNFLNYGSHTGDADGFKISTLLKLT
ETKSQQNRVTLLHHVLEEAEKSHPD
LLQLPRDLEQPSQAAGINLEIIRSEAS
SNLKKLLETERKVSASVAEVQEQYT
ERLQASISAFRALDELFEAIEQKQRE
LADYLCEDAQQLSLEDTFSTMKAFR
DLFLRALKENKDRKEQAAKAERRKQ
QLAEEEARRPRGEDGKPVRKGPGKQ
EEVCVIDALLADIRKGFQLRKTARGR
GDTDGGSKAASMDPPRATEPVATSN
PAGDPVGSTRCPASEPGLDATTASES
RGWDLVDAVTPGPQPTLEQLEEGGP
RPLERRSSWYVDASDVLTTEDPQCP
QPLEGAWPVTLGDAQALKPLKFSSN
QPPAAGSSRQDAKDPTSLLGVLQAE
ADSTSEGLEDAVHSRGARPPAAGPG
GDEDEDEEDTAPESALDTSLDKSFS
EDAVTDSSGSGTLPRARGRASKGTG
KRRKKRPSRSQEEVPPDSDDNKTKK

LCVIQ




