UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
Q2KHI9 MCM9 MOUSE Mus DNA 37.816643 NaN S754;S795 22645316;39627609 MNSEQVTLVGQVFESYVSEYHKNDI [True False 1.237 |4.429 1.082 False False 1.143 0.921
musculus |helicase LLILKERDEDAHYPVVVNAMSLFET
MCM9 NMEIGDYFTVFPNEVLTVFDSALRR

SALAILQSLPETEGLSMKQNLHARIS
GLPVCPELVREHIPKTKDVGHFLSVT
GTVIRTSLVKVLEFERDYMCNKCKH
VEMVEADFEQYYTFSRPSSCPSLAS
CDSSKFSCLSDLSSSPARCRDYQEIK
IQEQVQRLSVGSIPRSMKVILEDDLV
DSCKSGDDLTIYGVVMQRWKPFQR
DVRCEVEIVLKANYVQVNNEQSSG
MVMDEDTRKEFEDFWEHYKSDPFA
GRNEILASLCPQVFGMYLVKLAVAM
IVLAGGIQRTDAAGTRVRGESHLLLV
GDPGTGKSQFLKYAAKITPRSVLTTG
IGSTSAGLTVTAVKDSGEWNLEAGA
LVLADAGLCCIDEFNSLKEHDRTSIH
EAMEQQTISVAKAGLVCKLNTRTTIL
IAATNPKGQYDPKESVSVNIALGSPLL
SRFDLVLVLLDTRNEDWDRIISSFIL
ENKGYPSKSENLWSMEKMKTYFCLI
RNLHPTLSEVSNQVLLRYYQMQRQS
DSRNAARTTIRLLESLIRLAEAHARL
MFRSAVTLEDAVTAVSVMESSMQG
GALLGGVNALHTSFPENPRAQYQRQ
CELILEKLELQGLLQEELRRLERLQN
ESVHQCQSHSLEEEVAPGSCRNDPR
DKPRLRTSTQQEQSCSWSSTERSGA
DSPPGPGLNRPTSCNNSAENRDGR
GDGLDWLDPTSSPEIAPESTIVSPNV
KTTEKNVNLKISNNKSQGKEKHGPQ
QRSKLLEAGHLPSSGAMNAPLRSHG
IVKRTKASQAVVVSEAGRGDEEDSVP
RRLPKLLKEGSQNVCRSTTRVRPLPP
TVPLSLSIPSPGSGKRSGTPKRKRRK
SAQVEEPEPEGMETPTVKLAKFTFK
QKTKLTHSPEGQGPIPPSASEIAVDS
SKIPQQRTRREAAVPVVAPGKSTSTS
GDRCSDQLHGKTKELSRQPPDSNPP
REEREQGPKRRVIQPKPELGNQAGH
SHLACEKDRKEGVSCGNKSSKVHA
GTIARLASFSFTSPSESKSESLPPERK
DSRDSRDSRDSRDRCHSPPATTAPV
LGQQRQTFQLQQPTERANLSTLSLF
TLSELDDEALDFDWEEEMRKKP




