}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac sites  [phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion wenqoplasmlc golgi
name reticulum appar
Q2KHR2  |RFX7_HUMAN [Homo DNA- [32.609531 'T342;S343;T346 (S322;S379;S418;5455;T564;S662;T [26280087;30059200;39531497;325 [MAEEQQQPPPQQPDAHQQLPPSAP ([True False 3.245 |4.795 |0.889 False False
sapiens |binding 988;51178;S1329 74038;28657654;38665916;314928 [NSGVALPALVPGLPGTEASALQHKIK
protein 38;39534244;35289036;35254053;3 [NSICKTVQSKVDCILQEVEKFTDLEK
RFX7 5138101 LYLYLQLPSGLSNGEKSDQNAMSSS

RAQQMHAFSWIRNTLEEHPETSLPK
QEVYDEYKSYCDNLGYHPLSAADFG
KIMKNVFPNMKARRLGTRGKSKYCY
SGLRKKAFVHMPTLPNLDFHKTGD
GLEGAEPSGQLQNIDEEVISSACRLV
CEWAQKVLSQPFDTVLELARFLVKS
HYIGTKSMAALTVMAAAPAGMKGIT
QPSAFIPTAESNSFQPQVKTLPSPID
IAKQQLQRKIQKKQQEQKLQSPLPGE
SAAKKSESATSNGVTNLPNGNPSILS
PQPIGIVVAAVPSPIPVQRTRQLVTSP
SPMSSSDGKVLPLNVQVVTQHMQS
IVKQAPKTPQNVPASPGGDRSARHRY
PQILPKPANTSALTIRSPTTVLFTSSPI
KTAVVPASHMSSLNVVKMTTISLTP
SNSNTPLKHSASVSSATGTTEESRSV
PQIKNGSVVSLQSPGSRSSSAGGTSA
IVEVKVEPETSSDEHPVQCQENSDEA
KAPQTPSALLGQKSNTDGALQKPSN
EGVIEIKATKVCDQRTKCKSRCNEM
LPGTSTGNNQSTITLSVASQNLTFTS
SSSPPNGDSINKDPKLCTKSPRKRLS
STLQETQVPPVKKPIVEQLSAATIEG
QKQGSVKKDQKVPHSGKTEGSTAGA
QIPSKVSVNVSSHIGANQPLNSSALV
ISDSALEQQTTPSSSPDIKVKLEGSV
FLLDSDSKSVGSFNPNGWQQITKDS
EFISASCEQQQDISVMTIPEHSDIND
LEKSVWELEGMPQDTYSQQLHSQIQ
ESSLNQIQAHSSDQLPLQSELKEFEP
SVSQTNESYFPFDDELTQDSIVEELV
LMEQQMSMNNSHSYGNCLGMTLQ
SQSVTPGAPMSSHTSSTHFYHPIHS
NGTPIHTPTPTPTPTPTPTPTPTPTSE
MIAGSQSLSRESPCSRLAQTTPVDSA
LGSSRHTPIGTPHSNCSSSVPPSPVE
CRNPFAFTPISSSMAYHDASIVSSSP
IVKPMQRPMATHPDKTKLEWMNNG
[YSGVGNSSVSGHGILPSYQELVEDR
FRKPHAFAVPGQSYQSQSRHHDTH
FGRLTPVSPVQHQGATVNNTNKQE
GFAVPAPLDNKGTNSSASSNFRCRS
[VSPAVHRQRNLSGSTLYPVSNIPRS
NVTPEGSPVTPEVHVFTNVHTDACA
NNIAQRSQSVPLTVMMQTAFPNAL
QKQANSKKITNVLLSKLDSDNDDAV
RGLGMNNLPSNYTARMNLTQILEPS
TVFPSANPQNMIDSSTSVYEFQTPSY
LTKSNSTGQINFSPGDNQAQSEIGE
QQLDFNSTVKDLLSGDSLQTNQQLV
GQGASDLTNTASDFSSDIRLSSELSG
SINDLNTLDPNLLFDPGRQQGQDDE
IATLEELKNDPLFQQICSESMNSMTS
SGFEWIESKDHPTVEMLG




