UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites [PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites reticulum apparatus membrane [region
Q2KJDO TBB5 _BOVIN |Bos Tubulin|39.03173 NaN S40;T55;S172;T285;T290 (41018975 MREIVHIQAGQCGNQIGAKFWEVIS |[NaN NaN NaN [NaN NaN NaN NaN NaN None
taurus beta-5 DEHGIDPTGTYHGDSDLQLDRISVYY
chain NEATGGKYVPRAILVDLEPGTMDSV

RSGPFGQIFRPDNFVFGQSGAGNN
WAKGHYTEGAELVDSVLDVVRKEAE
SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEYPDRIMNTFSVVPSPKVS
DTVVEPYNATLSVHQLVENTDETYCI
DNEALYDICFRTLKLTTPTYGDLNHL
IVSATMSGVTTCLRFPGQLNADLRKL
AVNMVPFPRLHFFMPGFAPLTSRGS
QQYRALTVPELTQQVFDAKNMMAA
CDPRHGRYLTVAAVFRGRMSMKEV
DEQMLNVQNKNSSYFVEWIPNNVK
TAVCDIPPRGLKMAVTFIGNSTAIQE
LFKRISEQFTAMFRRKAFLHWYTGE
GMDEMEFTEAESNMNDLVSEYQQY
QDATAEEEEDFGEEAEEEA




