}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma
name sites reticulum |apparatus membrane
Q2M1Z3  |RHG31_HUMAN |Homo Rho 32.745236 T815;S1184(5272;T286;5S346;S349;5387;5476;T |30620550;40307207 [MKNKGAKQKLKRKGAASAFGCDLT |True False 4.535 [2.016 |False False False False
sapiens  |GTPase- 679;S701;S712;S778;T789;S974;S1 EYLESSGQDVPYVLKSCAEFIETHGI
activating 105;51106;S1178 IVDGIYRLSGVTSNIQRLRQEFGSDQC
protein PDLTREVYLQDIHCVGSLCKLYFREL
31 PNPLLTYELYEKFTEAVSHCPEEGQL

IARIQNVIQELPPSHYRTLEYLIRHLA
HIASFSSKTNMHARNLALVWAPNLL
RSKEIEATGCNGDAAFLAVRVQQVVI
EFILNHVDQIFNNGAPGSLENDENR
PIMKSLTLPALSLPMKLVSLEEAQAR
SLATNHPARKERRENSLPEIVPPMG
TLFHTVLELPDNKRKLSSKSKKWKS
IFNLGRSGSDSKSKLSRNGSVFVRG
QRLSVEKATIRPAKSMDSLCSVPVEG
KETKGNFNRTVTTGGFFIPATKMHS
TGTGSSCDLTKQEGEWGQEGMPPG
IAEGGFDVSSDRSHLQGAQARPPPEQ
LKVFRPVEDPESEQTAPKMLGMFYT
SNDSPSKSVFTSSLFQMEPSPRNQR
KALNISEPFAVSVPLRVSAVISTNSTP
CRTPPKELQSLSSLEEFSFHGSESG
GWPEEEKPLGAETSAASVPKKAGLE
DAKAVPEAPGTVECSKGLSQEPGAH
LEEKKTPESSLSSQHLNELEKRPNP
EKVVEEGREAGEMESSTLQESPRAR
IAEAVLLHEMDEDDLANALIWPEIQQ
ELKIIESEEELSSLPPPALKTSPIQPIL
ESSLGPFIPSEPPGSLPCGSFPAPVST
PLEVWTRDPANQSTQGASTAASREK
PEPEQGLHPDLASLAPLEIVPFEKAS
PQATVEVGGPGNLSPPLPPAPPPPTP
LEESTPVLLSKGGPEREDSSRKLRTD
LYIDQLKSQDSPEISSLCQGEEATPR
HSDKQNSKNAASEGKGCGFPSPTRE
VEIVSQEEEDVTHSVQEPSDCDEDD
TVTDIAQHGLEMVEPWEEPQWVTS
PLHSPTLKDAHKAQVQGLQGHQLE
KRLSHRPSLRQSHSLDSKPTVKSQW
TLEVPSSSSCANLETERNSDPLQPQ
IAPRREITGWDEKALRSFREFSGLKG
IAEAPPNQKGPSGVQPNPAETSPISLA
EGKELGTHLGHSSPQIRQGGVPGPE
SSKESSPSVQDSTSPGEHPAKLQLKS
TECGPPKGKNRPSSLNLDPAIPIADL
FWFENVASFSSPGMQVSEPGDPKVT
WMTSSYCKADPWRVYSQDPQDLDI
'VAHALTGRRNSAPVSVSAVRTSFMV
KMCQARAVPVIPPKIQYTQIPQPLPS
QSSGENGVQPLERSQEGPSSTSGTT
QKPAKDDSPSSLESSKEEKPKQDPG
IAIKSSPVDATAPCMCEGPTLSPEPGS
SNLLSTQDAVVQCRKRMSETEPSGD
NLLSSKLERPSGGSKPFHRSRPGRP
QSLILFSPPFPIMDHLPPSSTVTDSK
'VLLSPIRSPTQTVSPGLLCGELAENT
WVTPEGVTLRNKMTIPKNGQRLETS

TSCFYQPQRRSVILDGRSGRQIE




