UniprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en('ioplasmlc golgi plasma extl"acellular
1D sites  |sites reticulum |apparatus membrane [region
Q2M296  [MTHSD_HUMAN Homo Methenyltetrahydrofolate 28.275761 NaN NaN 39894887 MEPRAVGVSKQDIREQIWGYMESQ |False False 1.172 [2.169  [1.091 False False False False

sapiens

synthase domain-
containing protein

NLADFPRPVHHRIPNFKGSYLACQN
IKDLDVFARTQEVKVDPDKPLEGVRL
LVLQSKKTLLVPTPRLRTGLFNKITP
PPGATKDILRKCATSQGVRNYSVPIG
LDSRVLVDLVVVGSVAVSEKGWRIG
KGEGYADLEYAMMVSMGAVSKETP
VVTIVHDCQVVDIPEELVEEHDITVD
YILTPTRVIATGCKRPKPMGITWFKIS
LEMMEKIPILRSLRAREQQAGKDVT
LQGEHQHLPEPGCQQTVPLSVGRRP
PDTPGPETNSMEAAPGSPPGEGAPL
AADVYVGNLPGDARVSDLKRALREL
GSVPLRLTWQGPRRRAFLHYPDSAA
AQQAVSCLQGLRLGTDTLRVALARQ
QRDK




