UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol \nucleus mitochndrion ent!oplasmlc golgi plasma extl“acellular
ID name sites sites reticulum apparatus membrane [region
Q2NL19 Q2NL19 BOVIN Bos MICOS [27.604395 NaN NaN 28100784 MLRACQLSGVTSTAQNCLCGKFVLR [None None None |None None None None None None
taurus complex PLRPCRRYSTSGSSRLSASKIAGAGIL
subunit FVGGGIGGAILYAKWDSHFRKNVEK
MIC60 TIPYSDKLFEMVLGSPPYTVPLPKKPI

QSGPLKISSVSEVMKESKQPASQPQ
KQKGDTSASTTAGDTLSVPAPVVQH
EELIKTDHPETGEGKPKPATSEEASS
TSVRERPPEEVAARLAQQEKQEQVK
IESLAKSLEDALSQTARITQQAIVAQ
NAAVQAVTAHANILKAAMDDSEIAG
DKKSAQWRTVEGALKERRKAVDGA
IADALLKAKEELEKMKSVIENAKKEE
VAGAKSHITAAEGKLHNMIIDLDNV
VQKVQAAQSEAKVVSQYHELVVQAR
EDFKRELDSITPEVLPGWKGMTDKL
SADDLNALIAHAHRRIDQLNRALAE
QKATEKQHIALALEKQKLEEKRAFD
SAVAKALEHHRSEIQAEQDRKVEEV
RDAMENEMRTQLRRQAAAHTDHLR
DVLRVQEQELKYEFEQDLSEKLAEQ
ELQFRRLSQEQVDNFTLDINTAYAR
LRGIEQAVQSHSVAEEEARKVHQLW
LSVEALRYRMKTASADLPTVPLGSAV
EAIRASCSDSEFAQALTAALPPESLT
RGVYSEETLRVRFYAVQKLARRVAM
IDETRNSLYQYFLSYLQSLLLFPPQQ
LKPPAELCPEDADTFTLLSYASYCLE
HGDLELAAKFVNQLKGESRRAAQG
WLKEARVTLETRQIVEILTAYASAVGI
GTTQVQQQEGLGRVP




