UniprotKB

Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus jmitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q2TAA5 IALG11_HUMAN [Homo GDP- 21.366884 NaN NaN 28510447 MAAGERSWCLCKLLRFFYSLFFPGL [False False 1.717 [1.468 [1.119 3.759 2.0 1.598 1.432

sapiens

Man:Man(3)GIcNAc(2)-
PP-Dol alpha-1,2-
mannosyltransferase

IVCGTLCVCLVIVLWGIRLLLQRKKK
LVSTSKNGKNQMVIAFFHPYCNAGG
GGERVLWCALRALQKKYPEAVYVVY
TGDVNVNGQQILEGAFRRFNIRLIHP
IVQFVFLRKRYLVEDSLYPHFTLLGQS
LGSIFLGWEALMQCVPDVYIDSMGY
IAFTLPLFKYIGGCQVGSYVHYPTIST
DMLSVVKNQNIGFNNAAFITRNPFL
SKVKLIYYYLFAFIYGLVGSCSDVVM
IVNSSWTLNHILSLWKVGNCTNIVYP
PCDVQTFLDIPLHEKKMTPGHLLVS
IVGQFRPEKNHPLQIRAFAKLLNKKM
IVESPPSLKLVLIGGCRNKDDELRVN
QLRRLSEDLGVQEYVEFKINIPFDEL
KNYLSEATIGLHTMWNEHFGIGVVE
CMAAGTIILAHNSGGPKLDIVVPHEG
DITGFLAESEEDYAETIAHILSMSAE
KRLQIRKSARASVSRFSDQEFEVTFL
SSVEKLFK




