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UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular extracellular |cytosol [nucleus mitochndrion enc.loplasmlc golgi u extr.acellular
ID name sites reticulum apparatus  membrane region
Q2TBEO C19L2_HUMAN Homo CWF19-{19.994096 NaN S75;S360;S372;S479;S484 (37217939  MATSMAAASGRFESAKSIEERKEQT |None None None |None None None None None None
sapiens |[like RNARAEVLRQAKANFEKEERRKELK
protein RLRGEDTWMLPDVNERIEQFSQEH
2 SVKKKKKKDKHSKKAKKEKKKKSKK

QKYEKNNESSDSSSSSEDEWVEAVP
SQTPDKEKAWKVKDEKSGKDDTQIIL
KRDEWMTVDFMSVKTVSSSSLKAE
KETMRKIEQEKNQALEQSKLMEREL
NPYWKDGGTGLPPEDCSVSSITKVS
VVEDGGLSWLRKSYLRMKEQAEKQ
SRNFEDIVAERYGSMEIFQSKLEDAE
KAASTKEDYRRERWRKPTYSDKAQN
CQESRESDLVKYGNSSRDRYATTDT
IAKNSNNEKFIGDEKDKRPGSLETCR
RESNPRQNQEFSFGNLRAKFLRPSD
DEELSFHSKGRKFEPLSSSSALVAQ
GSLCSGFRKPTKNSEERLTSWSRSD
GRGDKKHSNQKPSETSTDEHQHVP
EDPREKSQDEVLRDDPPKKEHLRDT
KSTFAGSPERESIHILSVDEKNKLGA
KIIKAEMMGNMELAEQLKVQLEKA
NKFKETITQIPKKSGVENEDQQEVIL
VRTDQSGRVWPVNTPGKSLESQGG
RRKRQMVSTHEERERVRYFHDDDN
LSLNDLVKNEKMGTAENQNKLFMR
MASKFMGKTDGDYYTLDDMFVSKA
AERERLGEEEENQRKKAIAEHRSLA
IAQMEKCLYCFDSSQFPKHLIVAIGVK
'VYLCLPNVRSLTEGHCLIVPLQHHR
AATLLDEDIWEEIQMFRKSLVKMFE
DKGLDCIFLETNMSMKKQYHMVYE
CIPLPKEVGDMAPIYFKKAIMESDEE
WSMNKKLIDLSSKDIRKSVPRGLPY
FSVDFGLHGGFAHVIEDQHKFPHYF
GKEIIGGMLDIEPRLWRKGIRESFED

QRKKALQFAQWWKPYDFTKSKNY




