
UniprotKB
ID

Entry
name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q2UVX4 CO3_BOVIN Bos
taurus

Complement
C3

19.994096 NaN S38;S70;S670;S967;S1320;S1571 37217939 MKPTSGPSLLLLLLASLPMALGNPM
YSMITPNILRLESEETVVLEAHGGQG
TIQVSVTVHDFPAKKQVLSNENTQL
NSNNGYLSTVTIKIPASKELKSDKGH
KFVTVVATFGNVQVEKVVLISLQSGY
LFIQTDKTIYTPGSTVLYRVFTVDHKL
LPVGQTVFITIETPDGIPVKRDSKSSQ
NQFGILTLSWNIPELVNMGVWKIKA
YYEDSPQQVFSAEFEVKEYVLPSFEV
QLEPEEKFYYIDDPDGLKVNIIARFLY
GEQVDGTAFVIFGVQDGDRRISLTH
SLTRVPINDGNGEAILKRQVLLNGV
QPSRADALVGKSIYVSATVILQSGSD
MVEAERTGIPIVTSPYQIHFTKTPKFF
KPAMPFDLMVYVTNPDGSPARHIPV
VTQGSNVQSLTQDDGVAKLSINTQN
KRDPLTITVRTKKDNIPEGRQATRTM
QALPYNTQGNSNNYLHLSVPRVELK
PGETLNVNFHLRTDPGEQAKIRYYTY
MIMNKGKLLKVGRQYREPGQDLVV
LPLTITSDFIPSFRLVAYYTLINAKGQ
REVVADSVWVDVKDSCMGTLVVKN
GGKEEKHHRPGQQITLKIEADQGAR
VGLVAVDKGVFVLNKKNKLTQRKIW
DVVEKADIGCTPGSGRNYAGVFTDA
GLTLKTSQGLETQQRADPQCPQPAT
RRRRSVQLMEKRMDKAGQYSSDLR
KCCEDGMRDNPMKFPCQRRAQFIL
QGDACVKAFLDCCEYITQLRQQHSR
DGALELARSDLDDDIIPEEDIISRSQF
PESWLWTVIEDLKQADKNGISTKLM
NVFLKDSITTWEILAVSLSDKKGICV
ADPYEVTVMQDFFIDLRLPYSVVRN
EQVEIRAILYNYREAENLKVRVELLY
NPAFCSLATAKKRHQQTITIPARSSV
AVPYVIVPLKIGLHEVEVKAAVYNHFI
SDGVKKTLKVVPEGVRVNKTVAVRT
LNPEHLGQGGVQREEVPAADLSDQ
VPDTESETKILLQGTPVAQMTEDAID
GERLKHLIQTPSGCGEQNMIGMTPT
VIAVHYLDSTDQWEKFGLEKRQESL
ELIRKGYTQQLAFRQKSSAYAAFQYR
PPSTWLTAYVVKVFALAANLIAIDSK
DLCETVKWLILEKQKPDGIFQEDGP
VIHQEMIGGFRDTREKDVSLTAFVLI
ALHEAKDICEAQVNSLGRSIAKAGDF
LENHYRELRRPYTVAIAAYALALLGK
LEGDRLTKFLNTAKEKNRWEEPNQ
KLYNVEATSYALLALLARKDYDTTPP
VVRWLNEQRYYGGGYGSTQATFMV
FQALAQYQKDVPDHKELNLDVSIQL
PSRNSAVRHRILWESASLLRSEETK
ENERFTVKAEGKGQGTLSVVTVYHA
KLKGKVSCKKFDLRVSIRPAPETVKK
PQDAKGSMILDICTKYLGDQDATMSI
LDISMMTGFSPDVEDLKTLSTGVDR
YISKYEMNRDSNKNTLIIYLDKVSHT
VEDCLSFKVHQYFNVGLIQPGAVKV
YSYYNLDETCIRFYHPDKEDGMLSK
LCHKDTCRCAEENCFMHHTEKEVT
LEDRLDKACEPGVDYVYKTRLIQKKL
EDDFDEYIMVIENIIKSGSDEVQVKQ
ERKFISHIKCREALKLKEGAHYLVW
GVSSDLWGEKPKISYIIGKDTWVEL
WPEAEECQDEENQKQCEDLANFTE
NMVVFGCPN

None None None None None None None None None


