UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl"acellular

ID sites sites reticulum apparatus membrane region

Q32KJ5 Q32K]J5_RAT |Rattus N- 23.439218 NaN NaN 38843836 MRLPSAAGPGPGCPSRLPALLLLPLL |False False 0.81 0.965 [0.726 0.698 0.665 0.97 1.186
norvegicus [acetylglucosamine- SGCLGLVGAARRPNVLLLLTDDQDA

6-sulfatase

ELGGMTPLKKTKALIGEKGMTFSSA
[YVPSALCCPSRASILTGKYPHNHHVV
NNTLEGNCSSKSWQKIQEPYTFPAIL
KLVCGYQTFFAGKYLNEYGAPDAGG
LEHVPLGWSYWYALEKNSKYYNYTL
SINGKARRHGENYSVDYLTDVLANL
SLDFLDYKSNSEPFFMMISTPAPHS
PWTAAPQYQKAFPNVIAPRNKNFNI
HGTNKHWLIRQAKTPMTNSSIKFLD
DAFRRRWQTLLSVDDLVEKLVKRLD
STGELDNTYIFYTSDNGYHTGQFSLP
IDKRQLYEFDIKVPLLVRGPGIKPNQ
TSKMLVSNIDLGPTILDLAGYDLNKT
QMDGTSLLPILKGDGNLTWRSDVLV
EYQGEGRNVTDPTCPSLSPGVSQCF
PDCVCEDAYNNTYACVRTLSSMWN
LQYCEFDDQEVFVEVYNITADPDQIT
NIAKSIDPELLGKMNYRLMMLQSCS
GPTCRTPGVFDPGYRFDLRLMFSNH
GSIRMRRFSKHPL




