UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q32NY4 CNNM3_MOUSE |Mus Metal 29.125745 NaN S667;S706 39927985 MAAAAAAVVGWLGWVLAAFCLGST |False False False |False False False False 4.088 False
musculus [transporter IAGEAAPAPGAGLLNFCTEEDSAPGA
CNNM3 GSLRGRAAPEATLCLRLFCSGLANS

SWTWVAAEGAGCPEGGRATEPEEA
AAPTGEWRALLRLRAEAGHPRSALL
AVRVEPGGGAAEEAAPPWALGLGAA
GLLALAAVARGLQLSALALAPAEVQV
LRESGSEAERAAARRLEPARRWAGC
IALGALLLLASLAQAALAVLLYGAAGQ
RAVPAVLGCAGLVFLVGEVLPAAVS
GRWALALAPRALGLSRLAVLLTLPVA
LPVGQLLELAARPGRLRERVLELAR
GGGDPYSDLSKGVLRSRTVEDVLTP
LEDCFMLDSGTVLDFSVLASIMQSG
HTRIPVYEEERSNIVDMLYLKDLAIV
EPEDCTPLSTITRFEYNHPLHFVFNDT
KLDAVLEEFKRGKSHLAIVQKVNNE
GEGDPFYEVLGLVTLEDVIEEIIKSEI
LDESEDYSDTKVRKKTVALGAPLKR
KEEFSLFKVSDDEYKVKISPQLLLAT
QRFLSREVDVFSPLRVSEKVLLHLLK
HPSVNQEVTFDESNRLAAHHYLYQR
SQPVDYFILILQGRVEVEIGKEGLKFE
NGAFTYYGVSALTAPSSAHQSPVSSR
QLIRHDVQPEPADGTRSCTYCPDYTV
RALSDLQLIKVTRLQYLNALLATRAQ
SLPPSPENAELQAIPGSQTRLLGDKS
RETAGSTNSRPSIPVEESPGRNPGV




