UniprotKB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi k extt:acellula
ID name sites reticulum |apparatus membrane region
Q3B7Z2 OSBP1_MOUSE [Mus Oxysterol-(22.380232 NaN S188;5191;5196;5236;5238;S336;S |37507081 MAATELRGVVGPGPAAIAAPGGGGA ([True True 4.608 [3.655 |2.03 3.972 4.517 3.871 1.806
musculus |binding 343;S349;T375;S377;S380;S383;S3 GPPAVGGGGGRGDAGPGPGVAAATA
protein 1 84;5387 IATAGGPGPGAGGVAAGGPGSAPPAA

GSGGSGAGGSGSAREGWLFKWTNY
IKGYQRRWFVLSNGLLSYYRSKAEM
RHTCRGTINLATANITVEDSCNFIIS
NGGAQTYHLKASSEVERQRWVTAL
ELAKAKAVKMLAESDDSGDEESVSQ
TDKTELQSTLRTLSSKVEDLSTCNDL
IAKHGTALQRSLSELESLKLPAESNE
KIKQVNERATLFRITSNAMINACRDF
LMLAQTHSKKWQKSLQYERDQRIRL
EETLEQLAKQHNHLERAFRGATVLP
IANPPGSAGSGKDQCCSGKGDMSDE
DDENEFFDAPEIITMPENLGHKRTG
SNISGASSDVSLDEQYKHQLEETKK
EKRTRIPYKPNYSLNLWSIMKNCIGK
ELSKIPMPVNFNEPLSMLQRLTEDL
EYHELLDRAAKCENSLEQLCYVAAF
TVSSYSTTVFRTSKPFNPLLGETFEL
DRLEENGYRSICEQVSHHPPAAAHH
IAESKNGWTLRQEIKITSKFRGKYLSI
MPLGTIHCIFHSTGHHYTWKKVTTT
VHNIIVGKLWIDQSGEIDIVNHKTGD
KCNLKFVPYSYFSRDVARKVTGEVT
DPSGKVHFALLGTWDEKMDCFKVQ
IAASGENGGDARQRGHEAEDSRVML
WKRNPLPKNAENMYYFSELALTLN
IAWEGGTAPTDSRLRPDQRLMENGR
WDEANAEKQRLEEKQRLSRKKREA
EAAKATEDGTPHDPYKALWFERKKD
PVTRELTHIYSGEYWECKEKQDWGS
CPDIF




