UniprotKB Entry organism full oglcnacscore oglcnac phosphorylation sites [PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion emﬁ}oplasmlc golgi plasma extl:acellular
ID name name sites reticulum |apparatus membrane region
Q3KRES8 TBB2B_RAT |Rattus Tubulin 36.054081 NaN S40;T55;S172;T285;T290 (18683930;38843836 [MREIVHIQAGQCGNQIGAKFWEVIS [False False 3.42 2.652 |1.733 1.45 0.726 1.674 1.514
norvegicus |beta- DEHGIDPTGSYHGDSDLQLERINVY
2B 'YNEATGNKYVPRAILVDLEPGTMDS
chain VRSGPFGQIFRPDNFVFGQSGAGNN

WAKGHYTEGAELVDSVLDVVRKESE
SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEYPDRIMNTFSVMPSPKV
SDTVVEPYNATLSVHQLVENTDETY
CIDNEALYDICFRTLKLTTPTYGDLN
HLVSATMSGVTTCLRFPGQLNADLR
KLAVNMVPFPRLHFFMPGFAPLTSR
GSQQYRALTVPELTQQMFDSKNMM
IAACDPRHGRYLTVAAIFRGRMSMKE
IVDEQMLNVQNKNSSYFVEWIPNNV
KTAVCDIPPRGLKMSATFIGNSTAIQ
ELFKRISEQFTAMFRRKAFLHWYTG
EGMDEMEFTEAESNMNDLVSEYQQ
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