UniprotkB Entry name |organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasnia extr_a
ID sites sites reticulum pparatus ane [regio
MTSKKLVNSVAGCADDALAGLVAC [True False 4.308 [4.331 |0.453 False False 0.375 4.188

Q3LXA3 TKFC_HUMAN [Homo Triokinase/FMN [27.856563 NaN $§350;S511;S545 |37217939;30397120;39894887
NPNLQLLQGHRVALRSDLDSLKGRV

sapiens |cyclase
ALLSGGGSGHEPAHAGFIGKGMLTG
IVIAGAVFTSPAVGSILAAIRAVAQAGT
IVGTLLIVKNYTGDRLNFGLAREQAR
IAEGIPVEMVVIGDDSAFTVLKKAGRR
GLCGTVLIHKVAGALAEAGVGLEEIA
KQVNVVAKAMGTLGVSLSSCSVPGS
KPTFELSADEVELGLGIHGEAGVRRI
KMATADEIVKLMLDHMTNTTNASH
IVPVQPGSSVVMMVNNLGGLSFLEL
GIIADATVRSLEGRGVKIARALVGTF
MSALEMPGISLTLLLVDEPLLKLIDA
ETTAAAWPNVAAVSITGRKRSRVAP
AEPQEAPDSTAAGGSASKRMALVLE
RVCSTLLGLEEHLNALDRAAGDGDC
GTTHSRAARAIQEWLKEGPPPASPA
QLLSKLSVLLLEKMGGSSGALYGLF
LTAAAQPLKAKTSLPAWSAAMDAGL
EAMQKYGKAAPGDRTMLDSLWAAG
QELQAWKSPGADLLQVLTKAVKSAE
AAAEATKNMEAGAGRASYISSARLE
QPDPGAVAAAAILRAILEVLQS




