
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q3LXA3 TKFC_HUMAN Homo
sapiens

Triokinase/FMN
cyclase

27.856563 NaN S350;S511;S545 37217939;30397120;39894887 MTSKKLVNSVAGCADDALAGLVAC
NPNLQLLQGHRVALRSDLDSLKGRV
ALLSGGGSGHEPAHAGFIGKGMLTG
VIAGAVFTSPAVGSILAAIRAVAQAGT
VGTLLIVKNYTGDRLNFGLAREQAR
AEGIPVEMVVIGDDSAFTVLKKAGRR
GLCGTVLIHKVAGALAEAGVGLEEIA
KQVNVVAKAMGTLGVSLSSCSVPGS
KPTFELSADEVELGLGIHGEAGVRRI
KMATADEIVKLMLDHMTNTTNASH
VPVQPGSSVVMMVNNLGGLSFLEL
GIIADATVRSLEGRGVKIARALVGTF
MSALEMPGISLTLLLVDEPLLKLIDA
ETTAAAWPNVAAVSITGRKRSRVAP
AEPQEAPDSTAAGGSASKRMALVLE
RVCSTLLGLEEHLNALDRAAGDGDC
GTTHSRAARAIQEWLKEGPPPASPA
QLLSKLSVLLLEKMGGSSGALYGLF
LTAAAQPLKAKTSLPAWSAAMDAGL
EAMQKYGKAAPGDRTMLDSLWAAG
QELQAWKSPGADLLQVLTKAVKSAE
AAAEATKNMEAGAGRASYISSARLE
QPDPGAVAAAAILRAILEVLQS

True False 4.308 4.331 0.453 False False 0.375 4.188


