UniprotkB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi ! extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q3SXZ3 ZN718 HUMAN Homo Zinc 21.607386 S435;S436 [NaN 30379171;36240223 MELLTFKDVAIEFSPEEWKCLDTSQ [None None None [None None None None None None
sapiens finger QNLYRDVMLENYRNLVSLGVSISNP
protein DLVTSLEQRKEPYNLKIHETAARPPA
718 IVCSHFTQNLWTVQGIEDSFHKLIPK

GHEKRGHENLRKTCKSINECKVQK
GGYNRINQCLLTTQKKTIQSNICVKV
FHKFSNSNKDKIRYTGDKTFKCKEC
GKSFHVLSRLTQHKRIHTGENPYTC
EECGKAFNWSSILTKHKRIHAREKF
YKCEECGKGFTRSSHLTKHKRIHTG
EKPYICEKCGKAFNQSSTLNLHKRIH
SAQKYYKCEECGKAFKWSSSLNEHK
RIHAGEKPFSCEECGNVFTTSSDFA
KHKRIHTGEKPYKCEECGKSFNRST
TLTTHKRIHTGEKPYTCEECGKAFN
IWSSTLNVHKRIHSGKNPYKCEDCG
KAFKVFANLHNHKKIHTGEKPYICK
QCGKAFKQSSHLNKHKKIHTVDKPY
KCKECGKAFKQYSNLPQHKRTHTG
GKF




