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Entry name organism oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus jmitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q3SYG4 PTHB1_HUMAN [Homo Protein [16.682301 S593;T595 [NaN 30379171;37217939 MSLFKARDWWSTILGDKEEFDQGC [True True 4.461 |2.575 1.607 0.817 1.211 5.0 1.169
sapiens [PTHB1

LCLANVDNSGNGQDKIIVGSFMGYL
RIFSPHPAKTGDGAQAEDLLLEVDLR
DPVLQVEVGKFVSGTEMLHLAVLHS
RKLCVYSVSGTLGNVEHGNQCQMK
LMYEHNLQRTACNMTYGSFGGVKG
RDLICIQSMDGMLMVFEQESYAFGR
FLPGFLLPGPLAYSSRTDSFLTVSSC
QQVESYKYQVLAFATDADKRQETEQ
QKLGSGKRLVVDWTLNIGEQALDICI
IVSFNQSASSVFVLGERNFFCLKDNG
QIRFMKKLDWSPSCFLPYCSVSEGTI
NTLIGNHNNMLHIYQDVTLKWATQ
LPHIPVAVRVGCLHDLKGVIVTLSDD
GHLQCSYLGTDPSLFQAPNVQSREL
NYDELDVEMKELQKIIKDVNKSQGV
WPMTEREDDLNVSVVVSPNFDSVS
QATDVEVGTDLVPSVTVKVTLQNRVI
LQKAKLSVYVQPPLELTCDQFTFEF
MTPDLTRTVSFSVYLKRSYTPSELEG
NAVVSYSRPTDRNPDGIPRVIQCKFR
LPLKLICLPGQPSKTASHKITIDTNKS
PVSLLSLFPGFASQSDDDQVNVMGF
HFLGGARITVLASKTSQRYRIQSEQF
EDLWLITNELILRLQEYFEKQGVKDF
IACSFSGSIPLQEYFELIDHHFELRIN
GEKLEELLSERAVQFRAIQRRLLARF
KDKTPAPLQHLDTLLDGTYKQVIALA
DAVEENQGNLFQSFTRLKSATHLVI
LLIALWQKLSADQVAILEAAFLPLQE
DTQELGWEETVDAAISHLLKTCLSK
SSKEQALNLNSQLNIPKDTSQLKKHI
TLLCDRLSKGGRLCLSTDAAAPQTM
IVMPGGCTTIPESDLEERSVEQDSTE
LFTNHRHLTAETPRPEVSPLQGVSE




