UniprotKB Entry name |organism [full name loglcnacscore o.glcnac p'h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q3TCN2 PLBL2 MOUSE [Mus Putative 36.716082 S514 NaN 40885482;40021952 [MAAPVDGSSGGWAARALRRALALTS |False False 1.24 1.246 |1.914 0.654 0.643 1.272 1.491
musculus [phospholipase LTTLALLASLTGLLLSGPAGALPTLG
B-like 2 PGWQRQNPDPPVSRTRSLLLDAASG

QLRLEDGFHPDAVAWANLTNAIRET
GWAYLDLSTNGRYNDSLQAYAAGVV
EASVSEELIYMHWMNTVVNYCGPF
EYEVGYCEKLKNFLEANLEWMQRE
MELNPDSPYWHQVRLTLLQLKGLE
DSYEGRLTFPTGRFTIKPLGFLLLQIS
GDLEDLEPALNKTNTKPSLGSGSCS
IALIKLLPGGHDLLVAHNTWNSYQN
MLRIKKYRLQFREGPQEEYPLVAGN
NLVFSSYPGTIFSGDDFYILGSGLVTL
ETTIGNKNPALWKYVQPQGCVLEWI
RNVVANRLALDGATWADVFKRFNS
GTYNNQWMIVDYKAFLPNGPSPGS
RVLTILEQIPGMVVVADKTAELYKTT
YWASYNIPYFETVFNASGLQALVAQY
GDWFSYTKNPRAKIFQRDQSLVED
MDAMVRLMRYNDFLHDPLSLCEAC
NPKPNAENAISARSDLNPANGSYPF
QALHQRAHGGIDVKVTSFTLAKYMS
MLAASGPTWDQCPPFQWSKSPFHS
MLHMGQPDLWMFSPIRVPWD




