UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus jmitochndrion en('loplasmlc golgi plasma extrhacellular
ID sites sites reticulum apparatus membrane region
Q3TCX3 KHDC4_MOUSE Mus KH 38.223321 NaN S569;S570 40997131 MSAGSATHPAAGGRRSKWDQPAPA (True False 1.172 |4.454 |1.066 False False 0.339 False
musculus (homology PLLFLPPTAPGGEVAGSGASPGGATT
domain- IAAAPSGALDAAAAVAAKINAMLMAK
containing GKLKPSQNAAEKLQAPGKSLTSNKS
protein 4 KDDLVVAEVEINDVPLTCRNLLTRG

QTQDEISRLSGAAVSTRGRFMTTEE
KAKVGPGDRPLYLHVQGQTRELVDR
IAVNRIKEIITNGVVKAATGTSPTFNG
ATVTVYHQPAPIAQLSPAINQKPSFQ
SGMHYVQDKLFVGLEHAVPTFNVK
EKVEGPGCSYLQHIQIETGAKVFLRG
KGSGCIEPASGREAFEPMYIYISHPK
PEGLAAAKKLCENLLQTVHAEYSRF
VNQINTAVPLPGYTQPSAISSIPPQPP
YYPSNGYQSGYPVVPPPQQPVQPPY
GVPSIVPPAVSLAPGVLPALPTGVPPV
PTQYPITQVQPPASTGQSPISAPFIPA
APVKTALPTGPQPQPQLPAQPQSQK
RRFTEELPDERDSGLLGYQHGPIHM
TNLGTGFSSQNEIEGAGSKPASSSG
KERERDRQLMPPPAFPVTGIKTESD
ERNGSGALAGSHDYPAKKMKTAEK
GFGLVAYAADSSDEEEEHGGHKNA
SSFPQGWSLGYQYPSSQPRAKQQM
PFWMAP




