UniprotKB Entry name organism full name oglcnacscore o-glcnac ;phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion wen(.ioplasmlc golgi

ID sites reticulum |apparatu

Q3TEA8 HP1B3_MOUSE [Mus Heterochromatin [28.93352 NaN S6;T51;T85;5144;5S157;S158;S249;S |39627609;33300544;36288343 MATDMSQGELIHPKALPLIVGAQLIH [True False 1.518 (4.614 |1.735 0.686 False
musculus [protein 1- 443;S444;S447;T72 ADKLGEKAEDTTMPIRRAVNSTRET

binding protein

PPKSKLAEGEEEKPEPDGSSEESIST
IVEEQENETPPATSSEAEQPKGEPES
GEKEENNNKSAEEPKKDEKDQSKE
KEKKVKKTIPAWATLSASQLARAQR
QTPMASSPRPKMDAILTEAIKACFQK
TGASVVAIRKYITHKYPSLGLERRGYL
LKQALKRELNRGVIRQVKGKGASGS
FVVVQKSKPPQKSKNRKKGSALDPE
PQVKLEDVLPLAFTRLCEPKEASYSL
IRKYVSQYYPKLRVDIRPQLLKNALQ
RAVERGQLEQITGKGASGTFQLKKS
GEKPLLGGSLMEYAILSAIAAMNEPK
TCSTTALKKYVLENHPGANSNYQM
HLLKKTLQKCEKNGWLEQISGKGFS
GTFQLSFPYYPSPGVLFPKKESGGSD
DEDEDDDDDESSEDSEDEEPPPKRS
LQKKTPAKSQGKTASMKQRGSKPAR
KVPAAQRGKVRPLPKKAPPKAKTPA
RKARPSPSVIKKPSGSSSRKPIASARK
EAKLPGKGKSAMKKSFKTKK




