}II;I iprotkB Entry name organism full name |oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion ent.ioplasmlc golgi [plasma extl:acellular
sites sites reticulum apparatus membrane [region
Q3TGN5 Q3TGN5_MOUSE |Mus B30.2/SPRY|38.223321 NaN NaN 40997131 MEEEEAASEDENGDDQGLQEGEDE [NaN NaN NaN NaN NaN NaN NaN NaN None
musculus |domain- LGDEREGAGDENGHGEQQSQPPAA
containing IAAQQQPSQQRGAGKEAAGKSSGPTS
protein LFXVTVAPPGARQGQQQAGGDGKTE

QKGGDKKRGVKRPREDHGRGYFEYI
EENKYSRAKSPQPPVEEEDEHFDDT
VVCLDTYNCDLHFKISRDRLSASSLT
MESFAFLWAGGRASYGVSKGKVCF
EMKVTEKIPVRHLYTKDIDIHEVRIG
WSLTTSGMLLGEEEFSYGYSLKGIKT
CNCETEDYGEKFDENDVITCFANFE
TDEVELSYAKNGQDLGVAFKISKEVL
IADRPLFPHVLCHNCAVEFNFGQKE
KPYFPIPEDCTFIQNVPLEDRVRGPK
GPEEKKDCEVVMMIGLPGAGKTTW
VTKHAAENPGKYNILGTNTIMDKM
MVAGFKKQMADTGKLNTLLQRAPQ
CLGKFIEIAARKKRNFILDQTNVSAA
IAQRRKMCLFAGFQRKAVVVCPKDE
DYKQRTQKKAEVEGKDLPEHAVLK
MKGNFTLPEVAECFDEITYVELQKE
EAQKLLEQYKEESKKALPPEKKQNT
GSKKSNKNKSGKNQFNRGGGHRGR
GGFNMRGGNFRGGAPGNRGGYNR
RGNMPQRGGGGGSGGIGYPYPRGP
IVFPGRGGYSNRGNYNRGGMPNRG
NYNQNFRGRGNNRGYKNQSQGYN

QWQQGQFWGQKPWSQHYHQGYY




