UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q3TLIO TPC10_MOUSE |Mus Trafficking [25.810548 NaN S707 29187734 |MDAPEEPQPPVVYTMENKPIVTCAG |None None None |[None None None None None None
musculus [protein DQNLFTSIYPTLSQQLPREPMEWRR
particle SYGRAPKMIHLESNFVQFKEELLPK
complex EGNKALLTFPFLHIYWTECCDTEVY
subunit 10 KATVKDDLTKWQNVLKAHSSVDWLI

IVVVENDAKKKNKTNILPRTSIVDKIR
NDFCNKQSDRCVVLSDPLKDSSRTQ
ESWNAFLTKLRTLLLMSFTKNLGKF
EDDMRTLREKRTEPGWSFCEYFMV
QEELAFVFEMLQQFEDALVQYDELD
IALFSQYVVNFGAGDGANWLTFFCQ
PVKSWNGLVLRKPIDMEKRELIQKQ
EATLLDLRSYLFSRQCTLLLFLQRPW
EVAQRALELLHSCVQELKLLEVSVPP
GALDCWVFLSCLEVLQRIEGCCDRA
QIDSNIAHMVGLWSYAMEKLKSLGY
LCGLVSEKGPNSEDLNRTVDLLAGL
GAERPETANTAQSPYKKLQEALSSV
EAFEKHYLDLSHATIEMYTSIGRIRS
IAKLVGKDLAEFYMRKRSPQKAEMYL
QGALKNYLAEGWALPVTHTRKQLAE
CQKHLGQMENYLQTSSLLASDHHL
TEEERKYFCQEILSFASQQEDNPGH
KVVLPMQFARLKDLHFDPPNAVVH
IAGGVLTVEITVCSQMPIPVHVDQIAV
NVHFSIEKNNYRKTAEWLTKHKTSN
GIITFPAEASLFPASQNSLPALELSE
MLERSPSDNSLNTTGIICRNVHMLL
RRQESGSSLEPPSGLALEDGAHVLR
CSSVTLQPGANKIAFKTQAKEPGTYT
LRQLRASVGPVWFVLAHIHPIVQYDV
YSQEPQLHVEPLADSLLAGIPQKVKF
VITGHYTVKNGDSLQLSNVEAMLI
LCQAENRAVVYSNSREECSTALLRIQ
SSDKVTSIGLPTAPAYHVIEFELEVLS
LPSAPASGGDTSVPGTPELHRKQKD
SQRAGHCMVTTDHKVSIDCPWSIYS
TVIALTFSVPFRTEHSLLSAGTRKYV
QVCVQNLSELDFELSDSNLEDKGHA
TDLRLAPLNTQSQQLIHSKQSVFFV
WELTWTQEPPPPLHCQFSVGFSPAS
EEQLTVSLKPYTYEFQVENFFTLYSV
RAEILPASGAEYCKTGSLCSLEVSITR
LADLLDVDKDEALVESEDYFSTKLM
YEVVDNSSNWAVCGKSCGVIAMPLA
IAQATHRVHMEVMPLFAGYLPLPDV
RLFKYLPHHSAHASQLDADSWIEND
SLSVDKHLDDQLDCSSLRSRGSTHS
TSSSEHKGLPMPRLQALPAGQVFNS

STGMQVLVIPSQDDHVLEVSVT




