UniprotKB Entry name |organism |full name |oglcnacscore oglcnac  |phosphorylation |,y yyyg sequence intracellular |extracellular cytosol [nucleus [mitochndrion endoplasmic golgi plasma ex!

D sites sites reticulum  |apparatus membrane [re¢

Q3TTY5 K22E_MOUSE |Mus Keratin, 46.317673 S602;S606(S25;S28;S64 22645316;34887587;41018975;374 |MSCQISCRSRRGGGGGGGGGFRGF |False False 3.69 3.132 1.11 0.982 False 2.844 1.3
musculus [type II 53647;39627609;34418053;409971 |SSGSAVVSGGSRRSNTSFSCISRHG

cytoskeletal
2
epidermal

31

GGRGGSGGGGFGSQSLVGLGGYKSI
SSSVAGNSGGYGGSSFGGSSGFGGG
RGFGGGQGFGGSGGFGGGSGFGGG
QGFGGGSRFGGGSGFGGGGFGGGS
FGGGRFGGGPGGFGGPGGFPGGGI
HEVSVNQSLLQPLDVKVDPEIQNVK
SQEREQIKTLNNKFASFIDKVRFLEQ
QNQVLRTKWELLQQLDVGSRTTNL
DPIFQAYIGMLKKQVDRLSAERTSQE
SELNNMQDLVEDFKKKYEDEINKRT
SAENDFVTIKKDVDSCYMDKTELQA
RLDILAQEVNFLRTLYDAELSQLQQ
DVTDTNVILSMDNNRNLDLDSIIAE
VQNQYEMIAHKSKAESEELYHSKYE
ELQVTAVKHGDSLKEIKMEISELNR
TIQRLQGEISHVKKQCKGVQDSIADA
EQRGEHAIKDARGKLTDLEEALQQC
REDLARLLRDYQELMNTKLSLDVEI
ATYRKLLEGEECRMSGDFSDNVSVS
ITSSTISSSVASKTGFGSGGQSSGGR
GSYGGRGGGGGGGSTYGSGGRSSG
SRGSGSGSGGGGYSSGGGSRGGSG
GGYGSGGGSRGGSGGGYGSGGGSG
SGGGYSSGGGSRGGSGGGGVSSGG
GSRGGSSSGGGSRGGSSSGGGGYSS
GGGSRGGSSSGGAGSSSEKGGSGSG
EGCGSGVTFSFR




