UniprotKB Entry name |organism full name |oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular [extracellular cytosol [nucleus imitochndrion | .. ic|golgi pl

ID sites reticulum apparatus m¢

Q3TVI8 PBIP1_MOUSE |Mus Pre-B-cell 33.054822 S453 S131;S142;S143;S144;T148;S164;S |36852467;30059200;40021952 MASCPDSDNSWVLAGSENLPVETL [True False 2.366 (5.0 0.516 False False 1.2
musculus [leukemia 563 GPEPRMDPESEGASQALRDSSKADG

transcription
factor-
linteracting
iprotein 1

KELAGTLDGEEKLFQTESSQRETAV
LTESAAKGTLGADGHGTEAPGDTVV
QEDSQETPVATSLGPDTQDLESEIHP
QNLPSSPRAVWKEHRCSSSDDDTD
VDVEGLRRRRGREPSSSQPVVPVDV
EDQAKGEGIGGELGISLNMCFLGAL
VLLGLGILLFSGTLLEPETGPMEEAE
LQVFPETGPETELVETLGNRQDEIE
HLQASSVPPDSVPSLQSMGFLLDKL
IAKENQDIRLLQAQLQAQKEELQSLL
HQPKGLEEENARLREALQQGKTSH
QALESELQQLRARLQGLEANCVRGV
DGVCLNWGGDPQDGKATKEQGHK
GQEPDPSLLEQHKQLEAEAKALRQE
LQRQWQLLGSVHWDLQRGLRDAGR
GAPAHPGLAELGHMLAQTLQDLEN
QGINTGRSPNDSEAWHQKKPHTQS
PREWGGKEKWRGGQRDQKAEHWK
PRKEESGQERQRSWRDEGREHTGR
'WREDRLRADESGSRKDSKRQDPKV
HPRKDGNSHSVERQKHSWGKDNSP
DALSSWEELLRRKYRPPQGCSGVAD
CARQEGLALFGVELAPVRQQELASV
LREYLSRLPWAGQLTKQLPLSPAYFG
EDGIFRHDRLRFRDFVDALEDSLEE
VALKQTGDDDEVDDFEDFVFGHFF
GDKALKKRSRKKEKHSWNPRVVGP
REEHSRHPHHYHQG




