UniprotKB Entry name organism (full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion . ic golgi plasma
ID sites reticulum apparatus membra:
Q3TWW8 |SRSF6_MOUSE Mus Serine/arginine-|38.290198 S216 S45;S81;S84;S297;5299;S303;S314; |36288343;40885482 |MPRVYIGRLSYNVREKDIQRFFSGYG |True False 1.309 |4.754 [1.553 1.255 0.569 1.315
musculus [rich splicing S316 RLLEIDLKNGYGFVEFEDSRDADDA
factor 6
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