}J];l iprotKB Entry name organism |full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extr‘acellular
sites sites reticulum apparatus membrane region
Q3U0OM1 [TPPC9 MOUSE [Mus Trafficking [29.561793 S332;S335(S566;S953 40021952 MSVPDYMQCAEDHQTLLVVVQAVGI |False False 1.453 |1.406 |[False 3.0 4.0 False 0.469
musculus [protein VSEENFFRIYKRICSVSQLSVRDTQR
particle ALFIRYRHHYPPENNEWGDFQTHR
complex KVVGLITITDCFSPKDWPQTFEKFHV
subunit 9 QKEIYGSTLYDSRLFVFGLQGDVAEQ

PRPDVAFYPNYDDCDSVEKRIEDFIE
SLFIVLESKRLDRATDKSGDKIPLLC
VPFEKKDFVGLDTDSRHYKKRCQGR
MRKHVGDLCLQAGMLQDALVHYH
MSVELLRSVNDFLWLGAALEGLCSA
SVIYHYPGGTGGKTGARRLQGSSLPS
EAANRHRPGAQEVLIDPGALTTNGI
NPDTSTEIGRAKNCLSPEDIIDKYKE
AISYYSKYKNAGVIELEACVKAVRVL
AIQKRGMEASEFLQNAVYINLRQLS
EEEKIQRYSILSELYELIGFHRKSAFF
KRVAAMQCVAPSIAEPGWRACYKLL
LETLPGYSLSLDPKDFSKGTHRGWA
AVQMRLLHELVYASRRMGNPALSV
RHLSFLLQTMLDFLSDQEKKDVTQS
LENYTAKCPGTMEPITLPDGLTLPPV
PFTKLPIVRCVKLLSLPTSLRPHKVK
SLLGQSMSTKSPFIYSPIIAHNRGEE
RNKKIDFQWVQGDVCEVQLMVYNP
MPFELRVENMGLLTSGVEFESLPAA
LSLPAESGLYPVTLVGVPQTTGMITV
NGYHTTVFGVFSDCLLDNLPGLKTG
GSTVEVIPALPRLQISTSLPRSARSLQ
PSAGDEIATNVSVQLYNGETQQLAV
TLENIGLEPLEQLEVTSKLLTTKEKL
YGDFLSWKLEETLAQFPLQPGKVAT
FTINIKAKLDFSCQENLLQDLSDDGI
SVSGFPLSSPFRQVVRPRVESRPTNP
SEGSKTGDLGHVKTLEAVLNFKYSG
GPGHVEGYYRNLSLGLHVEVEPSVF
FTRVSTLPATSTRQCHLLLDVENSTE
HELTVCARNNSELVLHASECQRMAI
QVDKFNFESVPESPGEKGHFANLKQ
LEEERQEARGLEISSKLDIRWRIPSL
KRSGEASVEGLLNQLILEHLQLAPLQ
WDVLVDGQPCDCEVAAACQVGDPV
RLEVRLTNRSPRSVGPFALTVVPFQD
HQNGVHNYDLHDVISFVGSSTFYLD
TVQPSGQSTCLGALLFLYTGDFFLNI
RFHEDCKSKELPPSWVCLPSVHVRA
LGAQA




