UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

Q3U1IM7 |Q3U1M7 MOUSE Mus NaN (38.223321 NaN NaN 40997131 |MHPQSLAEEEIKTEQEVVEGMDIST [NaN NaN NaN NaN NaN NaN NaN NaN None
musculus RSKDPVSTEKTAPKRRFPSPPHSSN

GHSPQDSSTSPIKKKKKPGLLNSSN
KEQDGRNDFYCWVCHREGQVLCCE
LCPRVYHAKCLRLTSEPEGDWFCPE
CEKITVAECIETQSKAMTMLTIEQLS
YLLKFAIQKMKQPGTDAFQKPVPLE
QHPDYAEYIFHPMDLCTLEKNAKKK
MYGCTEAFLADAKWILHNCIIYNGG
NHKLTQIAKVVIKICEHEMNEIEVCP
ECYLAACQKRDNWFCEPCSNPHPL
'VWAKLKGFPFWPAKALRDKDGQVD
ARFFGQHDRAWVPVNNCYLMSKEI
PFSVKKTKSIFNSAMQEMEVYVENI
RRKFGVFNYSPFRTPYTPNNQYQML
LDPSNPSAGTAKTDKQEKVKLNFDM
TASPKILLSKPLLSGGAGRRISLSDM
PRSPTSTNSSVHTGSDVEQDPEKKA
PSSHFSASEESMDFLDKSTASPAST
KTGQAGSLSGSPKPFSPQAPTPIMTK
PDKTSTSTTGSILNLNLDRSKAEMD
LKELSESVQQQSAPVPLISPKRQIRS
RFQLNLDKTIESCKAQLGINEISEDV
YTAVEHSDSEDSEKSESSDSEYVSD
EEQKPKNEPEDPEDKEGSRVDKEAP
AIKRKPKPTNQVEVKEEAKSNSPVSE
KPDPTPAKDKASPEPEKDFVEKAKPS
PHPTKDKLKGKDETDSPTVHLGLDS
DSESELVIDLGEDPSGREGRKNKKD
PKVPSPKQDAIGKPPPSSTSAGNQSP
PETPVLTRSATQAPAAGVTVAAATTS
TMSTVTVTAPATAVTGSPVKKQRPLL
PKETVPAVQRVVWNASTVQQKEVTQ
SPSTSTITLVTSTQPAALVSSSGSAST
LASAINADLPIATASADVAADIAKYTS
KMMDAIKGTMTEIYNDLSKNTTGST
IAEIRRLRIEIEKLQWLHQQELAEMK
HNLELTMAEMRQSLEQERDRLIAEV
KKQLELEKQQAVDETKKKQWCANC
KKEAIFYCCWNTSYCDYPCQQAHWP
EHMKSCTQSATAPQQEADAEASTET
GNKSSQGNSSNTQSAPSEPASAPKE
KEAPAEKSKDSSNSTLDLSGSRETPS
SMLLGSNQSSVSKRCDKQPAYTPTT
TDHQPHPNYPAQKYHSRSSKAGLW
SSSEEKRASSRSEHSGGTSTKNLMP
KESRESRLDAFWD




