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UniprotKB Entry name |organism full name |oglcnacscore oglcnac ee vlation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion enc‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q3U308 CTU2_MOUSE Mus Cytoplasmic |26.066638 NaN S421;S425 28135057;28528544 MCQAGEDYAGPARREPPPVPRPSRE [None None None [None None None None None None
musculus [tRNA 2- QKCVKCAEGLPVVVIRAGDAFCRVC
thiolation FKAFYVHKFRAMLGKNRVIFPGEKV
protein 2 LLSWSGGPSSSSMVWQVLEGLSQD

SAKRLRFVPGVIYVDEGAACGQSLED
RQKTVAEVKRILENTGFPWHVVALE
EVFSLPPSVLCCTSQESAGTEEAYKA
AVDRFLQQQQQQQQRVLGAEAGAS
PAQGEARLHPSHGREPSGTAGYPTA
IAQTEALSRLFSSIKTLTAKEELLQTL
RTHLIVHIARVHGYCKVMTGETCTR
LAIKLMTNLALGRGAFLAWDTGFSD
ERHGDVVLVRPMRDHTLKEVAFYN
HLFRVPSVFTPAIDTKAPEKASIHRL
MEAFILRLQTLFPSTVSTVYRTSEKL
VKAPREGCAAGPSGPSCLLCMCALD
IDTADSATAFGAQSSSHLSQMPSAE
IAGMPTQPCCAAGEGQAQSCHREVG
KRGDARACITEQLCYSCRVNMKDLP
SLDPLPPYVLAEAQLRSQRGSVSEEI
QEYLITDEEEDS




