}jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extlfacellular
name sites sites reticulum |apparatus membrane [region
Q3U319 BRE1B_MOUSE Mus E3 25.685855 NaN S42;S584;S585 (39627609 MSGLSNKRAAGDGGSGPPEKKMNR [True False 2.263 [4.479 |0.961 0.972 False 0.909 0.816
musculus [ubiquitin- EEKTTTTLIEPIRLGGISSTEEMDSKV
protein LQFKNKKLAERLEQRQACEDELRER
ligase IEKLEKRQATDDATLLIVNRYWAQLD
BRE1B ETVEALLQCYENQRELSSGTEVPGC

QEGLTRDVIPRPDPGTSDLREPLPVQ
FRAPLSEPALAFVVALGASSCEEVEL
QLQGRMEFSKAAVSRVVEASDRLQR
QVEELCQRVYSRGDSEAPGEVARVR
TRELGRENRRLQDLATQLQEKHHRI
SLEYSELQDKVTSTETKVLEMETTVE
DLQWDIEKLRKREQKLNKHLAEALE
QLNSGYYVSGSSTGFQGGQITLSMQ
KFEMLNAELEENQELANSRMAELE
KLQAELQGAVRTNERLKVALRSLPE
EVVRETGEYRMLQAQFSLLYNESLQ
IVKTQLDEARGLLLASKNSHLRHIEH
MESDELGLQKKLRTEVIQLEDTLAQ
IVRKEYEMLRIEFEQNLAANEQAGPI
NREMRHLISSLQNHNHQLKGDAQR
YKRKLREVQAEIGKLRAQASGSSHCI
PTLSHPDDPGLNALAPGKEDSGPGP
GGTPDCKKEMALLAGATSATSSIKK
EELVSSEDDAQALTPVTQGLPSRGR
EPEARPKRELREREGPSLGPPPAAST
LSRADREKAKVEEAKRKESELLKGL
RAELKKAQESQKEMKLLLDMYKSAP
KEQRDKVQLMAAERKAKAEVDELR
SRIRELEERDRRESKKIADEDALRRI
RQAEEQIEHLQRKLGATKQEEEALL
SEMDVTGQAFEDMQEQNGRLLQQL
REKDDANFKLMSERIKANQIHKLLR
EEKDELGEQVLGLKSQVDAQLLTVQ
KLEEKERALQGSLGGVEKELTLRSQ
IALELNKRKAVEAAQLAEDLKVQLEH
IVQTRLREIQPCLAESRAAREKESFNL
KRAQEDISRLRRKLEKQRKVEVYAD
IADEILQEEIKEYKARLTCPCCNTRKK
DAVLTKCFHVFCFECVRGRYEARQR
KCPKCNAAFGAHDFHRVYIS




