UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion en('ioplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q3U882 Q3U882_MOUSE Mus Protein |29.185005 NaN NaN 22645316 [ MGSLATANSHPTNNENVQPPKSSS |None None None |None None None None None None
musculus [transport VVSTVLPGPSSTRMPPAPSHPVGPVP
protein SAPPPPEQMQTKGVDSSSTTSSASPL
Sec24B PNSYDALEGGSYPDMHSSSASSPVP

DHALEPSPTLAQALSAAPTPPAAQPA
KVAKPFGYGYPALQPAYQNAAPPPM
PAAHPSGPAYTGYPQHYPGVNQLSS
GLGGLSLQSSPQPESLRPVNLTQEK
NILPPTPIWAPVPNLSAELSKLNCSP
DSFRCTLTSIPQTQALLNKAKLPLGL
LLHPFRDLTQLPVITSNTIVRCRSCR
TYINPFVSFIDQRRWKCNLCYRVND
VPEEFLYNPLTRSYGEPHKRPEVQN
STVEFIASSDYMLRPPQPAVYLFVLD
VSHNAVEAGYLTVLCQSLLENLDKL
PGDSRTRIGFMTFDSTIHFYNLQEGL
SQPQMLIVSDIDDVFLPTPDSLLVNL
YESKELIKDLLNALPSMFINTRETHS
ALGPALQAAFKLMSPTGGRVSVFQT
QLPSLGAGLLQSREDPNQRSSTKVV
HHLGPATDFYKKLALDCSGQQTAVD
LFLLSSQYSDLASLACMSKYSAGCIF
YYPSFHSTHNPSQAEKLQKDLKRYL
TRKIGFEAVMRIRCTKGLSMHTFHG
NFFVRSTDLLSLANINPDAGFAVQLS
IEESLTDTALVCFQTALLYTSSKGER
RIRVHTLCLPVVSSLADVYAGVDVQA
AVCLLANMAVDRSVSSSLSDARDAL
VNA




