}Jl;l iprotKB Entry name |(organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion . ic|golgi plasma extr.a
name sites reticulum |apparatus membrane [regio
Q3U9G9 LBR_MOUSE Mus Delta(14)-40.134296 S98 S59;567;S71;5S86;590;S101;S103;T1 (12438562;22645316 MPSRKFVEGEVVRGRWPGSSLYYEV [True True 1.842 |5.0 1.512 4.411 1.188 3.372 1.425
musculus |sterol 28;S138;T211 EILSHDNKSQLYTVKYKDGTELELKE
reductase SDIKPLKSFKQRKSGSISSSPSRRRG
LBR SRSRSRSRSRSRSPGRAPKGSRRSV

SASHEGDVKEKKEKEMRREILQVKL
TPLVLKPFGNSVSVYNGEPEHMEKN
IATPYKDKQERIILSTEDRYIVTQYSLR
PRREEVKAKEIESEEQNLVTKGPAPL
GTFQVTTPQRKDLEFGGVPGAVLIM
LGLPACVLLLLLQCRQKDPGLLHFPP
PLPALHELWEPRVCGVYLLWFFVQA
LFHLLPVGKVAEGTPLVDGRRLQYR
LNGLYAFILTSAALGAAVFWGVELCY
LYTHFLQLALAATGFSVLLSAYLYVR
SLRAPREELSPASSGNAVYDFFIGRE
LNPRLGAFDLKFFCELRPGLIGWVVI
NLVMLLMEMKIQERAAPSLAMILVN
SFQLLYVVDALWNEEALLTSMDIMH
DGFGFMLAFGDLVWVPFTYSLQAFY
LVSHPHDLSWPLASVIIALKLCGYVIF
RCANSQKNAFRKNPTDPKLAHLKTI
HTSTGKSLLVSGWWGFVRHPNYLG
DLIMALAWSLPCGFNHLLPYFYIIYF
TALLIHREARDEHQCRRKYGLAWEK
YCQRVPYRIFPYIY




