}Jl;l iprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
name sites sites reticulum apparatus  membrane region
Q3UFQ8  |[CARL3_MOUSE Mus Capping [36.83566 S1214;S1216 |[NaN 40885482 [MAKASVELTRELQDSIRRCLSQGAV (False False False [3.209 |False False False 4.15 False
musculus |protein, LQQHRVKLETKPKKFEDRVLALTSW

Arp2/3 RLHLFPLKVPAKVESSFNVLEIRAFN

and TLSQNQILVETERGTVSMRLPSAESV

myosin- DQVTRHVSSALSKVCPGPGCLIRRG

I linker NADTPEGPRDTSPNSETSTSTTHSV

protein CGGFSETYAALCDYNGLHCREEVQ

WDVDTIYHAEDNREFNLLDFSHLES
RDLALMVAALAYNQWFTKLYCKDLR
LGSEVLEQVLHTLSKSGSLEELVLD
NAGLKTDFVQKLAGVFGENGSCVL
HALILSHNPIEDKGFLSLSQQLLCFP
TGLTKLCLAKTAISPRGLQALGQTFG
IANPAFASSLRYLDLSKNPGLLATDEA
NALYSFLAQPNALVHLDLSGTDCAV
DMLLGALLHGCCSHLTYLNLARNS
CSHRKGREAPPAFKQFFSSVYTLSH
IVNLSATRLPLEALRALLQGLSLNSHL
SDLHLDLSSCELRSAGAQALQEQLG
IAVTCIGSLDLSDNGFDSDLLTLVPAL
GKNKSLKHLFLGKNFNVKAKTLEEI
LHKLVQLIQEEDCSLQSLSVADSRLK
LRTSILINALGSNTCLAKVDLSGNG
MEDIGAKMLSKALQINSSLRTILWD
RNNTSALGFLDIARALESNHTLRFM
SFPVSDISQAYRSAPERTEDVWQKIQ
IWCLVRNNHSQTCPQEQAFRLQQGL
IVTSSAEQMLQRLCGRVQEEVRALRL
CPLEPVQDELLYARDLIKDAKNSRAL
FPSLYELGHVLANDGPVRQRLESVA
SEVSKAVDKELQVILESMVSLTQELC
PVAMRVAEGHNKMLSNVAERVTVP
RNFIRGALLEQAGQDIQNKLDEVKL
SVVTYLTNSIVDEILQELYHSHKSLA
RHLTQLRTLSDPPGGASQGQDPSSR
GRGRNHDHEETDDELGTNIDTMAIK
KQKRCRKIRPVSAFISGSPQDMESQL
GSLGIPPGWFSGLGASQTTASGSWE
GLSELPTHGYKLRHQTQGRPRPPRT
TPPGPGRPSVPVPGPRQENGMATRL
DEGLEDFFSRRVMDESSSYPRTLRT
MRPGLSEPPLPPLQKKRRRGLFHFR
RPRSFKGDRGPGSPTAGLLLPPPPPP
PPTQESPPSPDPPSLGNNSSPCWSP
EEESSLLPGFGGARGSSFCRKMGTE
RLEAGEGAPAPGTAQQPRVHGGVAL
PGLGRTKGWSFDGKREGTDPDQED
STQAWQKRRSSDDAGPGAWKPPPP
PQSSKPSFSAMRRAEATWHIAEESA
IANHSCQSPSPASQDGDEEKQGALFP
ERMVPTRNAKLQEPPIGPRPPKPVA
IVPRGRRAPQVPGGREETESSSAAPG
IANKPRLRLGSQQDQEEPEGQGPTD
QGRRTAPLKPKRTRRAQSCDKLEPD
RRQPPDPTGVCGTSEPGTD




