UniprotKB Entry name organism full oglcnacscore °9 lenac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion en(!oplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
Q3UHT7 Q3UHT7_MOUSE Mus NaN [29.185005 NaN NaN 22645316 MYGSARTISNLEGSPSRSPRLPRSPR |None None None [None None None None None None

musculus

LGHRRTSSGGGGGTGKTLSMENIQS
LNAAYATSGPMYLSDHEGVASTTYP
KGTMTLGRATNRAVYGGRVTAMGS
SPNIASAGLSHTDVLSYTDQHGGLS
GSSHHHHHQVPSMLRQVRDSTML
DLQAQLKELQRENDLLRKELDIKDS
KLGSSMNSIKTFWSPELKKERVLRK
EEAARMSVLKEQMRVSHEENQLLD
ARRTKHLQLTIQALQDELRTQRDLN
HLLQQESGNRGAEHFTIELTEENFR
RLQAEHDRQAKELFLLRKTLEEMEL
RIETQKQTLNARDESIKKLLEMLQSK
GLPSKSLEDDNERTRRMAEAESQVS
HLEVILDQKEKENIHLREELHRRSQ
LQPEPAKTKALQTVIEMKDTKIASLE
RNIRDLEDEVQMLKANGVLNTEDR
EEEIKQIEVYKSHSKFMKTKIDQLKQ
ELSKKESELLALQTKLETLSNQNSD
CKQHIEVLKESLTAKEQRAAILQTEV
DALRLRLEEKESFLNKKTKQLQDLT
EEKGTLAGEIRDMKDMLEVKERKIN
'VLQKKIENLQEQLRDKDKQLTNLKD
RVKSLQTDSSNTDTALATLEEALSEK
ERIIERLKEQRERDDRERLEEIESFR
KENKDLKEKVNALQAELTEKESSLI
DLKEHASSLASAGLKRDSKLKSLEIA
IEQKKEECNKLEAQLKKQAEQLFNQ
MYNPAHNIEDDSRMNPEFADRLKQ
LDKEASYYRDECGKAQAEVDRLLEIL
KEVENEKNDKDKKIAELESLTLRHM
KDQNKKVANLKYNQQLEKKKNAQL
LEEVRRREDSMVDNSQHLQIEELM
NALEKTRQELDATKARLASTQQSLA
EKEAHLANLRIERRKQLEEILEMKQ
EALLAAISEKDANIALLELSASKKKK
TQEEVMALKREKDRLVHQLKQQTQ
NRMKLMADNYDEDHHHYHHHHH
HHHHRSPGRSQHSNHRPSPDQDDE

EGIWA




