}11;1 iprotkB Entry name organism full oglcnacscore o}:[lcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enC}OplaSmlC golgi plasma extl"acellular
name sites sites reticulum apparatus  membrane [region
Q3UIR3 DTX3L_MOUSE Mus E3 29.185005 NaN S9;S215;S536 22645316 MASSPDPPSPLLVRLRESIPKAHRKL (True False 3.385 4.739 [1.314 1.061 0.819 1.199 1.164
musculus [ubiquitin- EIYFQSRASGGGECSVQPVGPSAPDT
protein YEVKFLKKADKEKVLKKSEHEMLVH
ligase NKPVTIVLETTKKPVEDLRPRLPSLT
DTX3L QPVETPSSRPPSLTGSLDEALCDDIH

PQDGLVSNSVDSVVQKIFLAVTAEL
NCDLLSKEQRASITTVCPHIIKSMEG
SDGIKKVCGNFKDIEKIHHFLSEQLL
EREQKRKGSEQKRKCAPQKHTPPDV
EREPPDQSSIQVPVLLLEYFKHVNPG
RLEFIEYKFGVNIEIQASSPNMVTVG
FTSSPFGNVEEASQSFVRDFQKCSQ
SLKQDCISLEEHQRAKEVRQELSRC
FPKLLIKGQGRTLTLLGSPADISAATE
KVSQGLGLRPVKITASGYTTGIEVDS
TRFKLLEPELLQEISEIEQKFNTRGK
VQEKGQKTCILFVPKDKDLDLSVQS
YTGFTDAFQRATWQLRTEVLSLKGL
GKERARLHNTKFADNFKKEHPNVH
FVTSQESVTLTGLPHHLAQAMQYVS
KRMGLAPSSGEKLAMDQETPMEISS
SDPHGDQQENAALPAPRGTSSSPAA
SKGTEDYCVICMDTISNKHVLPKCK
HEFCTSCISKAMLIKPVCPVCLTSYGI
QKGNQPEGTMSYSTQKGSLPGYEG
CGTIVINYEIKDGIQTKEHPNPGKAY
HGTRRTAYLPDNTEGRKVLDLLHEA
FKHRLTFTIGYSRATGVSDVITWNDI
HHKTSKFGGPANFGYPDPDYLKRVK
EELKAKGIE




