}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasn
name sites reticulum |apparatus mem
Q3UJB9 EDC4_MOUSE [Mus Enhancer |38.906215 NaN S3;S6;S560;S565;5583;5585;S680;S [22645316;28135057;39627609 [MASCASIDIEDATQHLRDILKLDRPA [True False 2.554 [4.306 [1.064 1.048 0.549 0.848
musculus |of mRNA- 712;S727;S729;T731;S733;S745;T8 GGSNAESQRPSSAYNGDLNGLLVPD
decapping 26;5849;5876;T879;S880;5884;589 PLSSGDGNSTNKPGIRTMPPINLQE
protein 4 2;5895;S897;T906;S1385 KQVICLSGDDSSTCIGILAKEVEIVAS

SDSSISSKARGSNKVKIQPVAKYDWE
QKYYYGNLIAVSNSFLAYAIRAANNG
SAMVRVISVSTSERTLLKGFTGSVAD
LAFAHLNSPQLACLDEAGNLFVWRL
IALVKGKIQEEILVHIRQPEGTALNHF
RRIIWCPFIPEESEDCCEESSPTVALL
HEDRAEVWDLDMLRSSHNTWPVD
VSQIKQGFIVVKGHSTCLSEGALSPD
GTVLATASHDGFVKFWQIYIEGQDE
PRCLHEWKPHDGRPLSCLLFCDNH
KKQDPEVPFWRFLITGADQNRELKM
WCTVSWTCLQTIRFSPDIFSSVSVPP
SLKVCLDLSAEYLILSDVQRKVLYVM
ELLQNQDEGRACFSSISEFLLTHPVL
SFGIQVVSRCRLRHTEVLPAEEEND
SLGTESSHGAGALESAAGVLIKLFCV
HTKALQDVQIRFQPQLNPDVVAPLS
THTAHEDFTFGESRPELGSEGLASA
IAHGSQPDLRRIVELPAPADFLSLSSE
TKPELMTPDAFMTPTASLQQISASPS
SSSSSSSSSSSSSSSSSSSLTAVSAVS
SSSAMDPSLPRPPEELTLSPKLQLDG
SLTLNSSSSSLQASPRSLLPGLLPGP
IADKLISKGPGQVSTAASALSLDLQEV
EPLGLPQASPSRTRSPDVISSASTALS
QDIPEIASEALSRGFGSSVPEGLIEPN
SMASAASALHLLSPRPRQGPELGSQ
LGLDGGPGDGDRHSTPSLLEAALTQ
EVATPDSQVWPTAPDITRETCSTLTE
SPRNGLQEKHKSLAFHRPPYHLLQQ
RDSQDTSAEQSDHDDEVASLASASG
GFGSKIPTPRLPSKDWKTKGSPRTSP
KLKRKSKKDDGDSAVGSRLTEHQVA
EPPEDWPALIWQQQRELAELWHNQ
EELLQRLCAQLEGLQSTVTDHVERA
LETRHEQEQRRLERALAEGQQRGG
QLQEQLTQQLSQALSSAVAGRLERS
VRDEIKKTVPPCVSRSLEPVAGQLSN
SVATKLTAVEGSMKENISKLLKSKN
LTDAIARAAADTLQGPMQAAYREAF
QSVVLPAFEKSCQAMFQQINDSFRL
GTQEYLQQLESHMKSRKAREQEAR
EPVLAQLRGLVSTLQSATEQMAATV
SSSVRAEVQHQLHVAVGSLQESILA
QVQRIVKGEVSVALKEQQATVTSSIM
QAMRSAAGTPVPSAHLDCQAQQAHI
LQLLQQGHLNQAFQQALTAADLNL
VLYVCETVDPAQVFGQPPCPLSQPVL
LSLIQQLASDLGTRSDLKLSYLEEAV
MHLDHSDPITRDHMGSVMAQVRQK
LFQFLQADPHNSLSKAARRLSLMLH
GLVTPSLP




