}JI;I iprotkB Entry name organism [full name |oglcnacscore o.glcnac P h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!op lasmic golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
Q3UJQ9 Q3UJQ9_MOUSE Mus Succinyl- [26.631282 NaN NaN 28528544;37507081 MAALKLLSSGLRLGASARSSRGALH |None None None |None None None None None None
musculus |CoA:3- KGCVCYFSVSTRHHTKFYTDPVEAV
ketoacid- KDIPNGATLLVGGFGLCGIPENLIGA
coenzyme LLKTGVKDLTAVSNNAGVDNFGLGL
A LLRSKQIKRMISSYVGENAEFERQFL
transferase SGELEVELTPQGTLAERIRAGGAGVP

AFYTSTGYGTLVQEGGSPIKYNKDGS
'VAIASKPREVREFNGQHFILEEAITG
DFALVKAWKADRAGNVIFRKSARNF
NLPMCKAAGTTVVEVEEIVDIGSFAP
EDIHIPKIYVHRLIKGEKYEKRIERLS
LRKEGDGKGKSGKPGGDVRERIIKR
AALEFEDGMYANLGIGIPLLASNFIS
PNMTVHLQSENGVLGLGPYPLKDEA
DADLINAGKETVTVLPGASFFSSDES
FAMIRGGHVNLTMLGAMQVSKYGD
LANWMIPGKMVKGMGGAMDLYVSS
SKTKVVVTMEHSAKGNAHKIMEKC
TLPLTGKQCVNRIITEKVSPNLMPM
QQIST




