}Jl;l iprotKB Entry name |organism [full name |oglcnacscore sog;csnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion :;lgggll:fnmlc g;:)galratus :)r::rsn“ll):ane i
Q3UJU9 RMD3_MOUSE Mus Regulator [25.295579 NaN S44;546;S50;S57;T160;S183;S193;S |37453647;33300544 MSRLGALGGSRAGLGLLLGTAAGLG |True False 1.796 [3.479 [4.472 2.699 1.24 1.895 2
musculus |of 212;S233 FLCVLYSQRWKRTQRHGRSHSLPN
microtubule SLDYAQASERGRQVTQFRAIPGEAG
dynamics DAAILPSLSQEGQEKVLDRLDFVLTS
protein 3 LMALRREVEELQRSLQGLAGEIVGE

'VRSHIEENQRVARRRRFPFARERSD
STGSSSVYFTASSGAALTDAESEGGY
TTANAESDYERDSDKESGDAEDEVS
CETVRMGRKDSLDLDVEAASSPAAA
ALEEDDSSGREDVQLVLLQADELHQ
GSKQDKREGFQLLLNNKLAYGSRQ
DFLWRLARAYSDMSDLTEEESGKKS
'YALNGKEEAEAALKKGDESAACHL
'WYAVLCGQLAEHEGISKRIQSGFSF
KEHVDKAIELQPEDPRGHFLLGRWC
YQVSHLNWLEKKTATALFESPLSAT
'VQDALQSFLKAEELQPGFSKAGRVYI
SKCYRELGKNSEARKWMKLAQELP
DVTNEDSAFQKDLEELEVILG




