}Jl;l iprotKB Entry name lorganism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi
name sites reticulum |apparatus
Q3UNH4 |GRIN1_MOUSE Mus G protein- [47.133416 T343 $22;S33;5190;5369;S377;S393;S49 (22517741;22645316;34678516;406 |MRDCCSSPKAIPAPPRHALDQSLGM |False True 1.5 2.391  [False False False
musculus [regulated 5;5519;5714;T795;S817;S836;S917 (84658 DPRHTSSSGAAEGASCSERPAGSLA
inducer of CPSPNCSPLPETPRAHGALTSDNSG
neurite TTLFGKPEPMSSAEATPTASEIRNPV
outgrowth FSGKMDGNSLKQADSTSTRKEEAGS

1

LRNEESMLKGKAEPMIYGKGEPGTV
GRVDCTASGAENSGSLGKVDMPCS
SKVDIVSPGGDNAGSLRKVETISSGK
MDPKTENVMHSRRERPGSTGEGDL
'VSLRENDMKPPDNTDSASTKKTDPE
FSGKLTPGSSGKTELVSSVTVAPVTS
ENVNPVCSGGAGPAAVGNSETLSSV
KKDPQLLGKKEAVSSGEGGSVSVRM
AETVSARQPEGMFPAKTDSTSSNST
GPSGRADPVSLRNSELVSPVKPERLS
SGQAERVSLVKTETLSSGKEDPRSS
RRVDHTTVTGNMQTSQKGNPESSG
KTDLGSSSSGDTRSLGTWGSLSAAK
AEVTEGKGDPQPWKKASLPASEKTD
PLASSKAGSASQGKAETVSPGEVDA
MTLGKTVPTSSGKTALVSPGKVDLM
TSERAEGIPELQASEKGNPVNSTRV
DTGATGSTEPKSGVKVITQIPGATSP
GKVETPSLQKEQPQLSEKTDPSRKV
DPPTTVEPVSLGKADSASPSPRKAES
QTSAKTVPQAPDKATSSLRQSDGTPY
SSAQPQRDTRSIGSLPEREPSASTSQ
KDLAAAAAQKSPSAEAAAPPPGPRTR
DNFTKAPSWDAGAPPPREDAGTQA
GAQACVSVAVSPMSPQDGAGGPAFS
FQAAPRAPSPAPRPPSRRDAGLQVSL
GAAETRSVATGPMTPQAAAPPAVPP
VFPEVRVRPGSVLAAALAPQEATEPV
RDVSWDEKGMTWEVYGASMEVEVL
GMAIQKHLERQIEEHGRQGAPAPAP
PPAVRAGPGRAGSVRTAPAEGAAKR

PPGLFRALLQSVRRPRCCSRAGPTAE




